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Enzymatic Reaction Network-Driven Polymerization-Induced

Transient Coacervation

Surbhi Sharma, Andrea Belluati,* Mohit Kumar, and Shikha Dhiman*

Abstract: A living cell has a highly complex micro-
environment whereas numerous enzyme-driven proc-
esses are active at once. These procedures are incredibly
accurate and efficient, although comparable control has
not yet been established in vitro. Here, we design an
enzymatic reaction network (ERN) that combines
antagonistic and orthogonal enzymatic networks to
produce adjustable dynamics of ATP-fueled transient
coacervation. Using horseradish peroxidase (HRP)-
mediated Biocatalytic Atom Transfer Radical Polymer-
ization (BioATRP), we synthesized poly(dimeth-
ylaminoethyl methacrylate), which subsequently formed
coacervates with ATP. We rationally explored enzy-
matic control over coacervation and dissolution, using
orthogonal and antagonistic enzyme pairs viz., alkaline
phosphatase, Creatine phosphokinase, hexokinase, es-
terase, and urease. ATP-fuelled coacervates also demon-
strate the enzymatic catalysis to prove its potential to be
exploited as a cellular microreactor. Additionally, we
developed ERN-polymerization-induced transient coac-
ervation (ERN-PIC), with complete control over the
system, polymerization, coacervation, and dissolution.
Notably, the coacervation process itself determines func-
tional properties, as seen in selective cargo uptake. The
strategy offers cutting-edge biomimetic applications, and
insights into cellular compartmentalization by bridging
the gap between synthetic and biological systems. The
development of temporally programmed coacervation is
promising for the spatial arrangement of multienzyme
cascades, and offers novel ideas on the architecture of
artificial cells. )
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Introduction

Compartmentalization is a hallmark of biological systems,
essential for controlling a plethora of processes within
cells.'”! Generally, compartmentalization is associated with
cellular structures, delineated by lipid membranes, such as
the nucleus, mitochondria, and Golgi body.?*! However, an
emerging interest lies in membraneless organelles (MLOs)
formed through complex coacervation—a process where
dynamic, liquid-like structures arise from interactions among
charged polyelectrolytes, such as proteins and nucleic
acids.”" These MLOs continuously undergo internal rear-
rangement and exchange of components with their environ-
ment. This dynamic behavior enables them to form and
dissolve in response to biochemical signals.

Efforts to replicate life-like behaviors in synthetic
systems are actively progressing.****! Studies have explored
enzymatic control for reversible coacervation-dissolution
process; ' for instance, pyruvate kinase, and hexokinase
have been used to regulate adenosine tri- & di-phosphate
(ATP and ADP) levels, thereby controlling peptide-based
coacervate formation and dissolution by Spruijt’s, and
Keating’s group."*'*) Dekker, and co-workers utilized a
kinase/phosphatase enzyme pair to modulate the phosphor-
ylation states of peptides, leading to reversible RNA-peptide
coacervation.['”] Additionally, Huck, and co-workers used
oscillating trypsin concentrations to manage the assembly
and disassembly of polyglutamic acid and lysine-serine
coacervates.'¥! Martin, and co-workers, and Bishop, Ober-
meyer and co-workers independently designed enzyme/
polyelectrolyte coacervates where the enzyme was a partic-
ipant in coacervation as well as responsible for its
dissolution.'”® Dogterom and Reese revealed that RNA/
spermine-based coacervates display transient nonspherical
shapes during enzymatic reactions.”” Walther and co-work-
ers developed programmable ATP-Fueled DNA Coacer-
vates using DNA-based enzymatic reaction networks
(ERN).>! Maiti and co-workers used ERN to temporally
control the conformational disposition of a protein in a
condensate state.’ Most synthetic coacervates are com-
posed of polymers (e.g., polysaccharides, nucleotides) that
interact with a counter polymer or small molecule.>
However, achieving coacervation with small molecules
remains challenging® " due to the delicate balance required
between intermolecular interactions and entropic penalties.
Therefore, alternative strategies are needed for synthesizing
coacervates from small molecules in aqueous environments.

One promising approach is Biocatalytic Atom Transfer
Radical Polymerization (BioATRP), where metalloenzymes
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such as horseradish peroxidase, catalase, hemoglobin, and
myoglobin  (Mb), initiate and control  radical
polymerizations.”*™! In this study, we developed an ERN
that not only controls the transient coacervation process but
also enables the in situ synthesis of coacervate components
—the formation of polymers from small molecule precursors
(Scheme 1). This approach mirrors the natural synthesis of
intrinsically disordered proteins from simple amino acids
and the proteins subsequently undergo coacervation. This
biomimetic strategy, which enables polymer synthesis di-
rectly from small molecules without the need for complex
organic synthesis or purification steps, offers a simplified
pathway to coacervate formation. Using BioATRP, we
synthesized length, and dispersity-controlled polymers of 2-
(Dimethylamino)ethyl methacrylate (DMAEMA). This pol-
ymer PDMAEMA undergoes polymerization-induced coac-
ervation at pH below its pKa, in the presence of a counter
small molecule ATP. The dependence of coacervation on

Controlled coacervation .
Complex coacervation

o9 PDMAEMA Esterase

—_—
® 0 Aqueous
DMAEMA  pioATRP

Monomers Urease

+ATP coacervate

o

Dissolution

Transient-coacervation

+ADPad CPK‘
[ N PS
e o Aqueous 2 e,
bioATRP

catalysis
ERN-PIC - ATP
o9 /\
oo € _
L N ] Aqueous
bioATRP a
ALP
Selective Cargo Encapsulation *x'e
Qvioare ATP : * e
0 / ‘* €%
[ N [
¢ o , c X
Qvioarrr * *
+ATP X e
¢ ¢

Scheme 1. Schematic illustration of enzymatic reaction networks
(ERNS) driving in situ polymer synthesis using aqueous BioATRP, time-
controlled complex coacervation with ATP, and dissolution. The
coacervates also depict microreactor behavior and selective cargo
encapsulation.
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environmental pH, and counter ion ATP are further
exploited in different ERNs to temporally program coac-
ervation using pH and phosphorylation. Furthermore, the
coacervates demonstrate their selective and contrasting
encapsulation capability for various enzymes as well as small
molecules based on in situ and ex situ preparation methods,
which provided us with opportunity to develop these
coacervates as microreactors (Scheme 1).

Results and Discussion
Design Strategy

We first synthesized polymer of 2-(dimethylamino) ethyl
methacrylate (PDMAEMA) using the BioATRP approach
with metalloenzyme Horseradish Peroxidase (HRP) to
control the polymerization (Figure la). Polymers of 20-
40 kDa, with a degree of polymerization of ~200 and low
dispersity ~1.1 is yielded (P1=batch 1, P2=batch 2) (Fig-
ure 1b, Table S1). Despite moderate monomer conversion
(57-61 %, Figure S1), unreacted monomers, do not affect
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Figure 1. (a) Scheme for PDMAEMA synthesis through BioATRP. (b)
Molar mass distribution of polymers P1 and P2 synthesized in two
different batches. (c) Turbidity measurements for titration of PDMAE-
MA with ATP and ADP. (d) CLSM images of complex coacervates of
PDMAEMA with ATP, [Resorufin] =0.5 mol %, scale bar=2 pm. (e)
FRAP kinetics. (f) Corresponding CLSM images obtained during FRAP
of PDMAEMA with 5 mM ATP coacervate, [Nile red]=0.5 mol %, scale
bar=5 pm. [PDMAEMA]=0.5 mM, 50 mM HEPES, pH 7.3
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subsequent studies due to their incapability to coacervate.
PDMAEMA was used without further purification.

Turbidity-Based Titrations of Polymer with ATP and ADP

The pKa of the amine group in PDMAEMA was deter-
mined by acid-base titration to be 7.4 (Figure S2).* To
assess the phase-separation behavior of PDMAEMA in
aqueous conditions, we adjusted the pH of the PDMAEMA
solution to 7.3 using 50 mM HEPES buffer. This pH near
physiological levels was chosen to optimize enzyme activity
and to improve the biological relevance of these coacervates
for potential applications. At this pH, PDMAEMA remains
partially protonated, however, its multivalent character
provides sufficient cationic charge to interact effectively
with negatively charged multivalent guest molecules. To
investigate the coacervation potency of the resultant cationic
polymer, we selected adenosine triphosphate (ATP) as a
guest for complex coacervation with PDMAEMA because
of its multivalent nature,”'! where above pH 6.5 it bears a
—4 charge, and below this pH, it bears a —3 charge.*”
Moreover, due to its biorelevant feature, it can be synthe-
sized or consumed by different enzymes,***! which can
provide us additional control over the coacervation process
consumed by different enzymes,**! which can provide us
additional control over the coacervation process. Generally,
enzymatic reactions of ATP are its conversion to or syn-
thesis from adenosine diphosphate (ADP) through phos-
phorylation-dephosphorylation reactions.!**!

Since ADP is also a multivalent guest and perhaps can
have the ability to undergo complex coacervation with
PDMAEMA. Hence, it was necessary to compare the
coacervation of PDMAEMA with both ATP and ADP. For
this, we conducted turbidity-based titrations by incremen-
tally adding ATP and ADP from (0-10 mM) to 0.5 mM
PDMAEMA solution (Figure 1c). The changes were moni-
tored by measuring absorbance at 600 nm, where neither the
component of the solution nor the polymer absorbs, which is
converted into % Turbidity. The onset of turbidity, and
saturation occurred at lower concentrations for ATP
compared to ADP, due to its higher charge density. To
investigate the origin of turbidity, we used confocal laser
scanning microscopy (CLSM) to visualize the structures of
PDMAEMA alone, as well as in the presence of 5 mM
ATP, and SmM ADP separately (Figure 1d, S3). The
samples were visualized in solution state by conventional
dye encapsulation method using an external fluorescent
probe (0.5 mol % of Nile Red or Resorufin). The encapsu-
lation capability of PDMAEMA-ATP is confirmed by using
two different dyes, and corresponding CLSM images (Fig-
ure 1d.f). We observed small irregular aggregates of polymer
alone and with ADP. In contrast, spherical structures
formed in the presence of ATP exhibited rapid fluorescence
recovery after photobleaching (FRAP) (Figure le,f, and S4).
This confirms the formation of complex coacervates. There-
fore, for further studies, we proceeded with 5 mM guest
concentration, where only ATP forms coacervates. The
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reversibility, and responsiveness of this coacervation were
confirmed by changing the pH of the solution (Figure S5).

pH-Responsive Coacervation-Dissolution with Two Enzymes

After confirming the reversible formation of complex
coacervates, we establish a reversible coacervation-dissolu-
tion process using two antagonistic enzymes: esterase and
urease (Figure 2a). Urease catalyzes urea hydrolysis to
produce ammonia, raising the pH by consuming protons,
while esterase converts ethyl acetate into ethanoic acid, and
ethanol, lowering the pH by consuming hydroxide ions.
Initially in the acetate buffer at pH 4, protonated polymer
complex with ATP to form coacervates, observed as high
turbidity. Addition of urea generates in situ ammonia,
increasing pH and causing polymer deprotonation, leading
to coacervate dissolution. Conversely, adding esterase and
ethyl acetate produces ethanoic acid in situ, lowering pH
and thereby reinducing coacervation and turbidity (Fig-
ure 2a). Time-dependent CLSM imaging confirmed coacer-
vate dissolution and reformation driven by urease and
esterase activity, respectively (Figure S6). However, this
process is most effective during the first cycle, as by-product
accumulation and substrate degradation inhibit enzyme
activity. A similar pH-reversible coacervation is observed
with urease and glucose oxidase coupling (Figure S7).

Transient Coacervation with Single Enzyme

After confirming the formation of reversible complex
coacervates, we next aim to establish a transient coacerva-
tion using ERN. To investigate the transient enzymatic
switching of ATP-fueled coacervates, initially only Alkaline
Phosphatase (ALP) was used. ALP catalyses the hydrolysis
of phosphate groups from ATP (Figure 2b). To achieve
transient coacervation, the rate of coacervation must exceed
its rate of dissolution. We adjusted the concentrations of
enzymes, and ALP concentrations, introducing 2.5, 5, and
10 U/mL ALP into a 50 mM HEPES pH 7.3 solution with
0.5 mM PDMAEMA. Without ATP, no change in the
absorbance or turbidity occurred, indicating no coacerva-
tion. Adding 5 mM ATP initiated coacervation, resulting in
turbidity increase (Figure 2b).Over time, we observed coac-
ervate dissolution due to ATP hydrolysis by ALP. Addition-
ally, increasing ALP units, accelerated the onset of dissolu-
tion, demonstrating temporally regulated coacervation.
Corresponding time-dependent CLSM images (Figure S8)
confirmed a decline in coacervate count due to ATP
hydrolysis by ALP.

Transient Coacervation with ATP-Based ERN

To enhance control over transient coacervation, we designed
ERN with two complementary phosphoryl transferases:
Creatinine Phosphokinase (CPK), and Hexokinase (HK),
and their substrates Phosphocreatine (PCr) and glucose,
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Figure 2. (a) Enzymatically mediated stimuli responsive coacervation. Kinetics of the pH-modifying enzymes. Arrows indicate the addition of
substrates. [PDMAEMA]=1.25 mM, [ATP]=8 mM, Esterase =200 U/mL, Urease =285 U/mL, [ethyl acetate] =240 mM, [urea] =24 mM, and 4.5
pH, 10 mM acetate buffer. (b) ATP-driven ALP-mediated transient coacervation of PDMAEMA. Time dependent % turbidity changes with varied
units of ALP. [PDMAEMA]=0.5 mM, [ATP]=5 mM, 50 mM HEPES, pH 7.3. (c) ERN-mediated ATP-driven transient coacervation of PDMAEMA
(HK, and CPK). Time-dependent % Turbidity changes. [PDMAEMA]=0.5 mM, [ATP]=[ADP]=5 mM and 4 mM, CPK=20 U/mL, HK=10 U/mL,
[PCr]|=7.5x10"* M, [Glucose]=0.1 M, 50 mM HEPES and pH 7.3. N =3, & standard deviation.

which drive ATP formation, and hydrolysis (Figure 2c¢). HK
hydrolyzes ATP to ADP, while CPK regenerates ATP from
ADP using PCr. As a result, we obtain temporal control
over both coacervation and dissolution. We introduced
4mM ADP to a solution consisting of PDMAEMA, HK,
CPK, and glucose. Initially, neither enzyme was active
(Figure S9,10). After addition of PCr, a gradual increase in
turbidity is observed, indicating an increasing population of
coacervates due to in situ synthesized ATP. The coacerva-
tion increased continuously for a few minutes (about
10 minutes, see Figure 2c). Thereafter, decay occurred due
to HK-catalyzed hydrolysis of ATP when the primary fuel
PCr was completely consumed to (re)generate ATP.

Next, to investigate if the enzyme catalysis happens
within or out of coacervates, we observed the enzyme
localization using CLSM. The catalytic activity of HRP
present in the sample during the polymer synthesis by
BioATRP is next tested. HRP catalyzes the production of
fluorescent resorufin from its substrates Amplex Red in the
presence of H,0,. We observed that the reaction happened
preferentially within the droplets as observed by increased
fluorescence within the droplets in comparison to solution.
This confirms the compartmentalization of HRP and its
maintained activity (Figure S11). By mixing bovine serum
albumin (BSA) labelled with TAMRA with the polymer
before coacervation, we observed a homogeneous, and
consistent distribution in all coacervates (Figure S12). Sim-
ilarly, Alexa Fluor 488-labelled HRP, urease and CPK
(HRP-488, Urease-488 and CPK-488) and Alexa Fluor 647-
labelled HK and GOx (HK-647 and GOx-647) were
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uniformly entrapped by the coacervates (Figure 3a,b).
Therefore, all tested proteins/enzymes were localized within
the coacervates, and performed their reactions from within,
ensuring fast and efficient action on the droplets.*!

ERN-Polymerization-Induced Coacervation (ERN-PIC)

Our final aim was to achieve complete enzymatic control in
a single pot integrating polymer synthesis, coacervation, and
dissolution. First, we conducted a BioATRP reaction in the
presence of 44 mM ATP, sufficient for coacervation (Fig-
ure 3c). The turbidity of the solution increased over time
(Figure 3d). The small molecule DMAEMA, which cannot
undergo coacervation with ATP, was gradually polymerized
through BioATRP, resulting in biocatalytic polymerization
induced coacervation (bioPIC).

The increasing multivalency, and charge density with
polymer length promoted counterion ATP interaction,
resulting in coacervation. Compared to monomer with same
ATP concentration, the polymer exhibited ca. 5 times higher
turbidity (Figure 3d). Monomer conversion was 72 %, and
the polymers had size distribution of 20-40 kDa with low
dispersity of 1.06 (Figure 3e, Table S1).Next, we performed
ERN-PIC, where HRP catalyzed monomer polymerization
through BioATRP, which underwent coacervation in the
presence of ATP, followed by dissolution through ALP-
mediated ATP hydrolysis to Pi (Figure 3f). As anticipated,
an initial increase in turbidity was followed by a decrease,
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confirming the ERN-PIC process (Figure 3g). In absence of  size and the network’s smaller voids. In contrast, when ATP
ALP, only coacervation and no dissolution was observed. is added after polymerization, the polymer chains are more
Interestingly, coacervates formed during bioPIC were flexible, creating a looser structure that permits both small
unable to take up labeled proteins added post-coacervation and large molecules to diffuse. Thus, the order of ATP
(urease-488, BSA-TAMRA, or GOX-647), suggesting a  addition controls the coacervate‘s internal structure and the
selective permeability barrier (Figure 3h). The partition cargo it encapsulates. Similar findings with PDDA and ATP
coefficient was significantly lower with bioPIC coacervates  show ATP crosslinking controls RNA uptake.*” This ATP-
(Figure S13). When coacervates were dissolved by removing  modulated molecular selectivity parallels our observations
ATP via spin-filtering and reformed with fresh ATP, of enzyme exclusion or uptake depending on coacervate
proteins localized within them (Figure S14). Further inves-  preparation methods (Figure S15). This selective permeabil-
tigation with HRP-488 revealed it localized outside the ity can enable controlled molecular exchange between
bioPIC coacervates, often adhering to their surfaces in semi- macromolecules in solution and those within the coacer-
circular patterns. This observation indicates exclusion from  vates, warranting further experimental and theoretical study.
the dense internal network, consistent with the selective  This study demonstrates the use of BioATRP to control
permeability of bioPIC coacervates. Small molecule dyes, coacervation in situ and provides a strategy for enzymatic
such as resorufin, TAMRA, and Nile Red, localized within  control over coacervation in addition to environment and
the coacervates, whereas labeled proteins such as GOX-647,  counterion-based ERN. Additionally, it allows real-time
HK-647, and BSA-TAMRA were excluded, reinforcing the = monitoring of the extent of coacervation with polymer
selective barrier. We hypothesize that in bioPIC, PDMAE- lengths for new polymeric material, enabling the polymer-
MA polymerizes in the presence of ATP, with ATP acting ization reaction to be stopped when the desired turbidity is
as both a counterion and a crosslinker, creating a densely  observed. Thereafter, polymer lengths can be estimated.
packed, interconnected network. This dense network restrict
the diffusion of larger molecules like proteins while allowing
smaller molecules, such as dyes, to pass through due to their
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Conclusions

Our study introduces a novel approach to coacervate
formation through in situ enzymatic polymer synthesis from
small molecules in aqueous environments, closely mimicking
natural polymerization processes. Unlike previous methods
that rely on enzymes to alter external conditions such as pH,
we employ an enzyme reaction network (ERN) to directly
synthesize polymers while dynamically regulating their
coacervation. This approach parallels the formation of
intrinsically disordered proteins, where small amino acids
polymerize to form protein and subsequently undergo
coacervation, providing a simplified pathway to coacervate
formation from small molecules without complex polymer
synthesis in non-aqueous solvents.

We developed bioPIC and ERN-PIC systems to drive
coacervation through polymer growth in the presence of
ATP, regulated precisely by enzymatic activity. Moreover,
we observed that the coacervates formed during the bioPIC
were unable to take up any labeled proteins added from the
outside, in contrast to post bioATRP coacervation. This
suggests the formation of a highly selective permeability
barrier within the coacervates based on the preparation
method. To our knowledge, this level of dynamic control—
where coacervation is intrinsically linked to polymerization
—has not been previously achieved, marking a significant
advance in integrating biological processes with synthetic
materials under mild, aqueous conditions.

Our findings highlight the transformative potential of
enzyme-regulated coacervate systems to address complex
challenges in biomimetic materials design, bridging bio-
logical pathways with synthetic polymer frameworks. En-
zyme-controlled coacervates have broad potential in various
applications such as artificial cells and organelle models for
studying cellular processes and producing biomolecules,
targeted drug delivery and biosensing by releasing drugs or
changing physical and optical properties in response to
biomarkers. Additionally, coacervates can be used in smart
materials for tissue engineering, soft robotics, and environ-
mentally friendly material synthesis, offering bio-inspired
solutions and sustainable manufacturing alternatives.

Supporting Information

The authors have cited additional references within the
Supporting Information.[*

Author contributions

S.D. and A.B. designed the concept and idea. A.B.
synthesized the polymer and performed antagonistic and
orthogonal urease-glucose oxidase, HK-CPK enzyme ki-
netics, enzyme protein-labeled dye imaging of coacervates,
and bioPIC. S.S. and S.D. conducted the coacervation
experiments with zero, one, and two enzymes. M.K., S.D.
and S.S. carried out the FRAP experiment, and CLSM of
coacervates. All authors analyzed the data and drafted the

Angew. Chem. Int. Ed. 2025, 64, €202421620 (6 of 7)

Research Article

Angewandte

intemationaldition’y) Chemie

manuscript. All authors have given approval to the final
version of the manuscript. There are no conflicts to declare.

Acknowledgements

Funding from the DFG (Deutsche Forschungsgemeinschaft)
is acknowledged: S. D. is a member of the GRK 2516
(project No. 405552959) and M. K. is the recipient of a
doctoral position within the GRK 2516 program. This
research was funded by the German Research Founation
(DFG) in the framework of the CRC 1552; Project No.
465145163. A.B. wishes to acknowledge the support by TU
Darmstadt Athene Young Investigator programme. Special
thanks to Prof. A. Walthers, Prof. S. Seiffert, and Prof. P.
Besenius for spectroscopy, and microscopy facilities at JGU,
and Prof. N. Bruns for use of laboratory space at TU
Darmstadt. Open Access funding enabled and organized by
Projekt DEAL.

Conflict of Interest

The authors declare no conflict of interest.

Data Availability Statement

The data that support the findings of this study are available
from the corresponding author upon reasonable request.

Keywords: BioATRP - Liquid-liquid phase separation -
Enzymatic Reaction Network - Coacervates - ATP

[1] N. Gao, S. Mann, Acc. Chem. Res. 2023, 56, 297-307.
[2] B. C. Buddingh, J. C. M. van Hest, Acc. Chem. Res. 2017, 50,
769-777.
[3] M. C. Huber, A. Schreiber, P. von Olshausen, B. R. Varga, O.
Kretz, B. Joch, S. Barnert, R. Schubert, S. Eimer, P. Kele,
S. M. Schiller, Nat. Mater. 2015, 14, 125-132.
[4] R. Roodbeen, J. C. M. van Hest, BioEssays 2009, 31, 1299-
1308.
[5] Z. Lin, T. Beneyton, J.-C. Baret, N. Martin, Small Methods
2023, 7, 2300496.
[6] M. Abbas, W. P. Lipinski, J. Wang, E. Spruijt, Chem. Soc. Rev.
2021, 50, 3690-3705.
[7] Q.-H. Zhao, F.-H. Cao, Z.-H. Luo, W. T. S. Huck, N.-N. Deng,
Angew. Chem. Int. Ed. 2022, 61, €202117500.
[8] A.J. Dzieciol, S. Mann, Chem. Soc. Rev. 2011, 41, 79-85.
[9] K.P. Sonu, S. Vinikumar, S. Dhiman, S.J. George, M.
Eswaramoorthy, Nanoscale Adv. 2019, 1, 1847-1852.
[10] A.Huang, L. Su, Acc. Mater. Res. 2023, 4, 729-732.
[11] S. Chowdhuri, S. Das, R. Kushwaha, T. Das, B. K. Das, D.
Das, Chem. Eur. J. 2023, 29, €202203820.
[12] W. Mu, Z. Ji, M. Zhou, J. Wu, Y. Lin, Y. Qiao, Sci. Adv. 2021,
7, €abf9000.
[13] M. Chen, G. Liu, M. Zhang, Y. Li, X. Hong, H. Yang, Small
2023, 19, 2206437.
[14] W. M. Aumiller, C. D. Keating, Nat. Chem. 2016, 8, 129-137.
[15] K. K. Nakashima, J. F. Baaij, E. Spruijt, Soft Matter 2018, 14,
361-367.

© 2024 The Author(s). Angewandte Chemie International Edition published by Wiley-VCH GmbH

85UBD1T SUOWWOD BAIR10 3|qeojdde au Aq pausenob ae sajpie YO ‘SN JOSa|nJ 10y Ariqi 8ulUO AB]IM UO (SUOIPUOD-pUR-SWBH 0D AD 1M Ae1q1Bu1 UO//SdNY) SUORIPUOD pue SWid | 8U3 89S *[5202/20/T0] uo Ariqiauliuo AB|IM ‘ZuURIN YeUioljqioseiseAIN AG 029T2y20Z @I1Ue/200T OT/I0p/wod" A8 | AReiq 1|BuluO//:SdnY woy papeojumod ‘TT ‘G202 ‘€LLETZST


https://doi.org/10.1021/acs.accounts.2c00696
https://doi.org/10.1038/nmat4118
https://doi.org/10.1002/bies.200900106
https://doi.org/10.1002/bies.200900106
https://doi.org/10.1039/D0CS00307G
https://doi.org/10.1039/D0CS00307G
https://doi.org/10.1039/C8NA00414E
https://doi.org/10.1021/accountsmr.3c00098
https://doi.org/10.1038/nchem.2414
https://doi.org/10.1039/C7SM01897E
https://doi.org/10.1039/C7SM01897E

GDCh
~~

[16] K. K. Nakashima, M.H.I. van Haren, A. A.M. André, L
Robu, E. Spruijt, Nat. Commun. 2021, 12, 3819.

[17] S. Deshpande, F. Brandenburg, A. Lau, M. G. F. Last, W. K.
Spoelstra, L. Reese, S. Wunnava, M. Dogterom, C. Dekker,
Nat. Commun. 2019, 10, 1800.

[18] S.N. Semenov, A.S.Y. Wong, R. M. van der Made, S.G.]J.
Postma, J. Groen, H. W. H. van Roekel, T.F. A. de Greef,
W. T. S. Huck, Nat. Chem. 2015, 7, 160-165.

[19] N. Modi, S. Chen, I. N. A. Adjei, B. L. Franco, K. J. M. Bishop,
A. C. Obermeyer, Chem. Sci. 2023, 14, 4735-4744.

[20] H. Karoui, M.J. Seck, N. Martin, Chem. Sci. 2021, 12, 2794—
2802.

[21] W. K. Spoelstra, E. O. van der Sluis, M. Dogterom, L. Reese,
Langmuir 2020, 36, 1956-1964.

[22] A. Samanta, M. Horner, W. Liu, W. Weber, A. Walther, Nat.
Commun. 2022, 13, 3968.

[23] J. Deng, A. Walther, Chem 2020, 6, 3329-3343.

[24] E. Shandilya, A. S. Bains, S. Maiti, J. Phys. Chem. B 2023, 127,
10508-10517.

[25] A. Jain, S. Kassem, R. S. Fisher, B. Wang, T.-D. Li, T. Wang,
Y. He, S. Elbaum-Garfinkle, R. V. Ulijn, J. Am. Chem. Soc.
2022, 144, 15002-15007.

[26] H. Fu, J. Huang, J.J. B. van der Tol, L. Su, Y. Wang, S. Dey,
P. Zijlstra, G. Fytas, G. Vantomme, P. Y. W. Dankers, E. W.
Meijer, Nature 2024, 626, 1011-1018.

[27] W.J. Altenburg, N.A. Yewdall D.F.M. Vervoort,
M. H. M. E. van Stevendaal, A.F. Mason, J. C. M. van Hest,
Nat. Commun. 2020, 11, 6282.

[28] A.F. Mason, B.C. Buddingh, D.S. Williams, J.C.M.
van Hest, J. Am. Chem. Soc. 2017, 139, 17309-17312.

[29] S. Patra, S. Chandrabhas, S. Dhiman, S.J. George, J. Am.
Chem. Soc. 2024, 146, 12577-12586.

[30] S. Cao, T. Ivanov, J. Heuer, C. T.J. Ferguson, K. Landfester,
L. Caire da Silva, Nat. Commun. 2024, 15, 39.

[31] M. Abbas, W. P. Lipinski, K. K. Nakashima, W. T. S. Huck, E.
Spruijt, Nat. Chem. 2021, 13, 1046-1054.

[32] B. Saha, A. Chatterjee, A. Reja, D. Das, Chem. Commun.
2019, 55, 14194-14197.

[33] M. Tena-Solsona, B. RieB, R.K. Grotsch, F. C. Lohrer, C.
Wanzke, B. Kisdorf, A. R. Bausch, P. Miiller-Buschbaum, O.
Lieleg, J. Boekhoven, Nat. Commun. 2017, 8, 15895.

[34] C. Yuan, A. Levin, W. Chen, R. Xing, Q. Zou, T. W. Herling,
P. K. Challa, T. P. J. Knowles, X. Yan, Angew. Chem. Int. Ed.
2019, 58, 18116-18123.

Research Article

Angewandte

intemationaldition’y) Chemie

[35] S. Yu, W. Chen, G. Liu, B. Flores, E. L. DeWolf, B. Fan, Y.
Xiang, M. J. Webber, J. Am. Chem. Soc. 2024, 146, 7498-7505.

[36] A. Belluati, S. Jimaja, R. J. Chadwick, C. Glynn, M. Chami, D.
Happel, C. Guo, H. Kolmar, N. Bruns, Nat. Chem. 2024, 16,
564-574.

[37] T.B. Silva, M. Spulber, M. K. Kocik, F. Seidi, H. Charan, M.
Rother, S. J. Sigg, K. Renggli, G. Kali, N. Bruns, Biomacromo-
lecules 2013, 14, 2703-2712.

[38] G. Kali, T. B. Silva, S.J. Sigg, F. Seidi, K. Renggli, N. Bruns, in
Progress in Controlled Radical Polymerization: Mechanisms
and Techniques, American Chemical Society, 2012, 11, 171-181.

[39] K. Renggli, M. Spulber, J. Pollard, M. Rother, N. Bruns, in
Green Polymer Chemistry: Biocatalysis and Materials 11,
American Chemical Society, 2013, 163-171.

[40] P. van de Wetering, E. E. Moret, N. M. Schuurmans-Nieuwen-
broek, M.J. van Steenbergen, W. E. Hennink, Bioconjugate
Chem. 1999, 10, 589-597.

[41] A. Mishra, S. Dhiman, S.J. George, Angew. Chem. Int. Ed.
2021, 60, 2740-2756.

[42] R. B. Stockbridge, R. Wolfenden, J. Biol. Chem. 2009, 284,
22747-22757.

[43] S. Dhiman, A. Jain, S. J. George, Angew. Chem. Int. Ed. 2017,
56, 1329-1333.

[44] S. Dhiman, A. Jain, M. Kumar, S.J. George, J. Am. Chem.
Soc. 2017, 139, 16568-16575.

[45] A. Das, S. Ghosh, A. Mishra, A. Som, V. B. Banakar, S.S.
Agasti, S.J. George, J. Am. Chem. Soc. 2024, 146, 14844—
14855.

[46] B. G. O’Flynn, T. Mittag, Curr. Opin. Cell Biol. 2021, 69, 70—
79.

[47] A. Agrawal, A. Radakovic, A. Vonteddu, S. Rizvi, V.N.
Huynh, J. F. Douglas, M. V. Tirrell, A. Karim, J. W. Szostak,
Sci. Adv. 2024, 10, eadn9657.

[48] J. Schindelin, I. Arganda-Carreras, E. Frise, V. Kaynig, M.
Longair, T. Pietzsch, S. Preibisch, C. Rueden, S. Saalfeld, B.
Schmid, J. Y. Tinevez, Nat. Methods. 2012, 7, 676-682.

[49] P. M. McCall, S. Srivastava, S.L. Perry, D. R. Kovar, M. L.
Gardel, M. V. Tirrell, Biophys. J. 2018, 114, 1636-1645.

[50] K.J. Rodriguez, M. M. Pellizzoni, R. J. Chadwick, C. Guo, N.
Bruns, Methods Enzymol. 2019, 627, 249-262.

Manuscript received: November 6, 2024
Accepted manuscript online: December 10, 2024
Version of record online: December 23, 2024

Angew. Chem. Int. Ed. 2025, 64, €202421620 (7 of 7)

© 2024 The Author(s). Angewandte Chemie International Edition published by Wiley-VCH GmbH

85UBD1T SUOWWOD BAIR10 3|qeojdde au Aq pausenob ae sajpie YO ‘SN JOSa|nJ 10y Ariqi 8ulUO AB]IM UO (SUOIPUOD-pUR-SWBH 0D AD 1M Ae1q1Bu1 UO//SdNY) SUORIPUOD pue SWid | 8U3 89S *[5202/20/T0] uo Ariqiauliuo AB|IM ‘ZuURIN YeUioljqioseiseAIN AG 029T2y20Z @I1Ue/200T OT/I0p/wod" A8 | AReiq 1|BuluO//:SdnY woy papeojumod ‘TT ‘G202 ‘€LLETZST


https://doi.org/10.1038/nchem.2142
https://doi.org/10.1039/D2SC03838B
https://doi.org/10.1039/D0SC06418A
https://doi.org/10.1039/D0SC06418A
https://doi.org/10.1021/acs.langmuir.9b02719
https://doi.org/10.1016/j.chempr.2020.09.022
https://doi.org/10.1021/acs.jpcb.3c07074
https://doi.org/10.1021/acs.jpcb.3c07074
https://doi.org/10.1021/jacs.2c05897
https://doi.org/10.1021/jacs.2c05897
https://doi.org/10.1038/s41586-024-07034-7
https://doi.org/10.1021/jacs.7b10846
https://doi.org/10.1021/jacs.4c01377
https://doi.org/10.1021/jacs.4c01377
https://doi.org/10.1038/s41557-021-00788-x
https://doi.org/10.1039/C9CC07358B
https://doi.org/10.1039/C9CC07358B
https://doi.org/10.1002/anie.201911782
https://doi.org/10.1002/anie.201911782
https://doi.org/10.1021/jacs.3c13139
https://doi.org/10.1038/s41557-023-01391-y
https://doi.org/10.1038/s41557-023-01391-y
https://doi.org/10.1021/bm400556x
https://doi.org/10.1021/bm400556x
https://doi.org/10.1021/bc980148w
https://doi.org/10.1021/bc980148w
https://doi.org/10.1002/anie.202006614
https://doi.org/10.1002/anie.202006614
https://doi.org/10.1074/jbc.M109.017806
https://doi.org/10.1074/jbc.M109.017806
https://doi.org/10.1002/anie.201610946
https://doi.org/10.1002/anie.201610946
https://doi.org/10.1021/jacs.7b07469
https://doi.org/10.1021/jacs.7b07469
https://doi.org/10.1021/jacs.4c03588
https://doi.org/10.1021/jacs.4c03588
https://doi.org/10.1016/j.bpj.2018.02.020
https://doi.org/10.1016/bs.mie.2019.08.013

	Enzymatic Reaction Network-Driven Polymerization-Induced Transient Coacervation
	Introduction
	Results and Discussion
	Design Strategy
	Turbidity-Based Titrations of Polymer with ATP and ADP
	pH-Responsive Coacervation-Dissolution with Two Enzymes
	Transient Coacervation with Single Enzyme
	Transient Coacervation with ATP-Based ERN
	ERN-Polymerization-Induced Coacervation (ERN-PIC)

	Conclusions
	Supporting Information
	Author contributions
	Acknowledgements
	Conflict of Interest
	Data Availability Statement


