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A Glu-CB1-SF-C-TAP-specific proteins 
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Epha4 0.1024 EPHA4_MOUSE Ephrin type-A receptor 4  

Adcy9 0.0861 ADCY9_MOUSE Adenylate cyclase type 9  

Prkcg 0.0846 KPCG_MOUSE Protein kinase C gamma type  

Fxyd7 0.0833 FXYD7_MOUSE FXYD domain-containing ion transport regulator 7  

Hpca 0.0755 HPCA_MOUSE Neuron-specific calcium-binding protein hippocalcin  

Krt81 0.0707 KRT81_MOUSE Keratin, type II cuticular Hb1  

Sept7 0.0564 SEPT7_MOUSE Septin-7  

Sema4b 0.0542 SEM4B_MOUSE Semaphorin-4B  

Krt34 0.0518 KRT34_MOUSE Keratin, type I cuticular Ha4  

Lztr1 0.0502 LZTR1_MOUSE Leucine-zipper-like transcriptional regulator 1  

Krt85 0.0475 KRT85_MOUSE Keratin, type II cuticular Hb5  

Krt35 0.0445 KRT35_MOUSE Keratin, type I cuticular Ha5  

Napa 0.043 SNAA_MOUSE Alpha-soluble NSF attachment protein  

Krt4 0.0411 K2C4_MOUSE Keratin, type II cytoskeletal 4  

Grm2 0.0334 GRM2_MOUSE Metabotropic glutamate receptor 2  

Krt33a 0.0315 KT33A_MOUSE Keratin, type I cuticular Ha3-I  

Krt31 0.0305 K1H1_MOUSE Keratin, type I cuticular Ha1  

Pde2a 0.0287 PDE2A_MOUSE cGMP-dependent 3',5'-cyclic phosphodiesterase  

- 0.0278 CA095_MOUSE Uncharacterized membrane protein C1orf95 homolog  

Npy2r 0.0259 NPY2R_MOUSE Neuropeptide Y receptor type 2  

Kcnma1 0.0248 KCMA1_MOUSE Calcium-activated potassium channel subunit alpha-1  

Plxna1 0.0224 PLXA1_MOUSE Plexin-A1  

Abca7 0.0211 ABCA7_MOUSE ATP-binding cassette sub-family A member 7  

C1ql3 0.0178 C1QL3_MOUSE Complement C1q-like protein 3  

Islr2 0.0163 ISLR2_MOUSE Immunoglobulin superfamily containing leucine-rich repeat protein 2  

Unc5a 0.0151 UNC5A_MOUSE Netrin receptor UNC5A  

Acvr1b 0.0151 ACV1B_MOUSE Activin receptor type-1B  

Sept3 0.0134 SEPT3_MOUSE Neuronal-specific septin-3  

Fam189a1 0.0129 F1891_MOUSE Protein FAM189A1  

Bbs7 0.0123 BBS7_MOUSE Bardet-Biedl syndrome 7 protein homolog  

Kdr 0.012 VGFR2_MOUSE Vascular endothelial growth factor receptor 2  

Tspan18 0.0111 TSN18_MOUSE Tetraspanin-18  

Plxnd1 0.0102 PLXD1_MOUSE Plexin-D1  



B GABA-CB1-SF-C-TAP-specific proteins 
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Slc32a1 0.1074 VIAAT_MOUSE Vesicular inhibitory amino acid transporter  

Hspa5 0.1034 GRP78_MOUSE 78 kDa glucose-regulated protein  

Gad1 0.0755 DCE1_MOUSE Glutamate decarboxylase 1  

Mgll 0.0643 MGLL_MOUSE Monoglyceride lipase  

Kcnc2 0.0626 KCNC2_MOUSE Potassium voltage-gated channel subfamily C member 2  

Slc6a1 0.0599 SC6A1_MOUSE Sodium- and chloride-dependent GABA transporter 1  

Gad2 0.057 DCE2_MOUSE Glutamate decarboxylase 2  

Hcn1 0.0469 HCN1_MOUSE Potassium/sodium hyperpol.-activated cyclic nucleotide-gated channel 1  

Prkar2a 0.0446 KAP2_MOUSE cAMP-dependent protein kinase type II-alpha regulatory subunit  

Lamp5 0.0444 LAMP5_MOUSE Lysosome-associated membrane glycoprotein 5  

Prkar2b 0.0436 KAP3_MOUSE cAMP-dependent protein kinase type II-beta regulatory subunit  

Eef2 0.0432 EF2_MOUSE Elongation factor 2  

Epb41l1 0.0414 E41L1_MOUSE Band 4.1-like protein 1  

C1qbp 0.0408 C1QBP_MOUSE Complement component 1 Q subcomponent-binding protein, mitochondrial  

Kcnc1 0.0407 KCNC1_MOUSE Potassium voltage-gated channel subfamily C member 1  

Kiaa1033 0.0393 WASH7_MOUSE WASH complex subunit 7  

Ndrg4 0.0374 NDRG4_MOUSE Protein NDRG4  

Ptprn 0.0372 PTPRN_MOUSE Receptor-type tyrosine-protein phosphatase-like N  

Ncam2 0.0361 NCAM2_MOUSE Neural cell adhesion molecule 2  

Ldhb 0.0329 LDHB_MOUSE L-lactate dehydrogenase B chain  

Cd99l2 0.0328 C99L2_MOUSE CD99 antigen-like protein 2  

Gnal 0.0321 GNAL_MOUSE Guanine nucleotide-binding protein G(olf) subunit alpha  

Syt2 0.0316 SYT2_MOUSE Synaptotagmin-2  

Erp44 0.0315 ERP44_MOUSE Endoplasmic reticulum resident protein 44  

Dhrs1 0.0287 DHRS1_MOUSE Dehydrogenase/reductase SDR family member 1  

Cd81 0.0273 CD81_MOUSE CD81 antigen  

Kcna3 0.0269 KCNA3_MOUSE Potassium voltage-gated channel subfamily A member 3  

Kcnk1 0.0266 KCNK1_MOUSE Potassium channel subfamily K member 1  

Hist2h3c1 0.0264 H32_MOUSE Histone H3.2  

Hist1h3f 0.0264 H32_MOUSE Histone H3.2  

Hist2h3c2 0.0264 H32_MOUSE Histone H3.2  

Hist1h3b 0.0264 H32_MOUSE Histone H3.2  

Hist1h3d 0.0264 H32_MOUSE Histone H3.2  

Hist2h3b 0.0264 H32_MOUSE Histone H3.2  

Hist1h3e 0.0264 H32_MOUSE Histone H3.2  

Hist1h3c 0.0264 H32_MOUSE Histone H3.2  

Kcnc3 0.0243 KCNC3_MOUSE Potassium voltage-gated channel subfamily C member 3  

Hist1h3g 0.0224 H31_MOUSE Histone H3.1  

Hist1h3h 0.0224 H31_MOUSE Histone H3.1  

Hist1h3a 0.0224 H31_MOUSE Histone H3.1  

Hist1h3i 0.0224 H31_MOUSE Histone H3.1  

Irgm1 0.0219 IRGM1_MOUSE Immunity-related GTPase family M protein 1  

Clu 0.0219 CLUS_MOUSE Clusterin  

Myh14 0.0173 MYH14_MOUSE Myosin-14  

Asph 0.017 ASPH_MOUSE Aspartyl/asparaginyl beta-hydroxylase  

Prkaca 0.0161 KAPCA_MOUSE cAMP-dependent protein kinase catalytic subunit alpha  

H2-D1 0.0157 HA11_MOUSE H-2 class I histocompatibility antigen, D-B alpha chain  

Sfn 0.0152 1433S_MOUSE 14-3-3 protein sigma  



Krt18 0.0151 K1C18_MOUSE Keratin, type I cytoskeletal 18  

Pdia3 0.0142 PDIA3_MOUSE Protein disulfide-isomerase A3  

B GABA-CB1-SF-C-TAP-specific proteins (continued) 
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Hnrnpk 0.0138 HNRPK_MOUSE Heterogeneous nuclear ribonucleoprotein K  

Ptprt 0.0138 PTPRT_MOUSE Receptor-type tyrosine-protein phosphatase T  

Cntnap5a 0.0134 CTP5A_MOUSE Contactin-associated protein like 5-1  

Neto1 0.0134 NETO1_MOUSE Neuropilin and tolloid-like protein 1  

Cnnm1 0.0133 CNNM1_MOUSE Metal transporter CNNM1  

Anxa1 0.0123 ANXA1_MOUSE Annexin A1  

Clstn3 0.0116 CSTN3_MOUSE Calsyntenin-3  

Slc38a1 0.0115 S38A1_MOUSE Sodium-coupled neutral amino acid transporter 1  

Kiaa0513 0.0114 K0513_MOUSE Uncharacterized protein KIAA0513  

Rps13 0.0112 RS13_MOUSE 40S ribosomal protein S13  

Oas1a 0.0111 OAS1A_MOUSE 2'-5'-oligoadenylate synthase 1A  

Hprt1 0.0105 HPRT_MOUSE Hypoxanthine-guanine phosphoribosyltransferase  

Crip2 0.0104 CRIP2_MOUSE Cysteine-rich protein 2  

P4hb 0.0103 PDIA1_MOUSE Protein disulfide-isomerase  

Pccb 0.0103 PCCB_MOUSE Propionyl-CoA carboxylase beta chain, mitochondrial  

Csrp1 0.0102 CSRP1_MOUSE Cysteine and glycine-rich protein 1  







 























 

Cluster Glu-spec. molar ratio to CB1 GABA-spec. molar ratio to CB1 

Cluster 1 Epha4 0.1024 Prkar2a 0.0446 

  Adcy9 0.0861 Prkar2b 0.0436 

  Prkcg 0.0846 Ndrg4 0.0374 

  Fxyd7 0.0833 Gnal 0.0321 

  Grm2 0.0334 Clu 0.0219 

  Pde2a 0.0287 Myh14 0.0173 

  Npy2r 0.0259 Asph 0.017 

  Plxna 0.0224 Prkaca 0.0161 

  Abca7 0.0211   
   Unc5a 0.0151   
           

Cluster 2 Acvr1b 0.0151 Hspa5 0.1034 

      Eef2 0.0432 

      Erp44 0.0315 

      Hist1h3a 0.0224 

      
 

  

Cluster 3 Sept7 0.0564 Slc32a1 0.1074 

  Krt35 0.0445 Syt2 0.0316 

  Napa 0.043   
           

Cluster 4     Ldhb 0.0329 

          

Cluster 5 Kcnma1 0.0248 Kcnc2 0.0626 

      Hcnc1 0.0469 

      Kcnc1 0.0407 

      Kcna3 0.0269 

      Kcnk1 0.0266 

      Kcnc3 0.0243 

          

Cluster 6 Krt81 0.0707 Krt18 0.0151 

  Krt4 0.0411   
           

Cluster 7     Gad1 0.0755 

      Slc6a1 0.0599 

      Gad2 0.057 

      Ptprn 0.0372 





Cluster/Category GO Term p value 

Cluster 1 
  GOTERM_MF_FAT GTPase activity 2.60E-27 

GOTERM_MF_FAT ribonucleotide binding 6.00E-26 

GOTERM_CC_FAT heterotrimeric G-protein complex 4.50E-11 

GOTERM_CC_FAT plasma membrane 7.50E-19 

GOTERM_BP_FAT intracellular signaling cascade 1.00E-15 

GOTERM_BP_FAT small GTPase mediated signal transduction 6.50E-26 

      

Cluster 2 
  GOTERM_MF_FAT purine nucleotide binding 9.50E-35 

GOTERM_MF_FAT ribonucleotide binding 1.70E-34 

GOTERM_CC_FAT pigment granule 1.30E-14 

GOTERM_CC_FAT melanosome 1.30E-14 

GOTERM_BP_FAT glycolysis 1.60E-04 



GOTERM_BP_FAT hexose catabolic process 5.90E-04 

   Cluster 3 
  GOTERM_MF_FAT GTP binding 7.40E-37 

GOTERM_MF_FAT guanyl nucleotide binding 2.20E-36 

GOTERM_CC_FAT cytoplasmic vesicle 4.90E-15 

GOTERM_CC_FAT vesicle 1.50E-14 

GOTERM_BP_FAT protein transport 1.10E-16 

GOTERM_BP_FAT establishment of protein localization 5.30E-17 

      

Cluster 4 
  GOTERM_MF_FAT hydrogen ion transmembrane transporter activity 2.60E-02 

GOTERM_MF_FAT monovalent inorganic cation transmembrane transporter activity 2.60E-02 

GOTERM_CC_FAT mitochondrion 5.30E-10 

GOTERM_CC_FAT mitochondrial part 3.40E-10 

GOTERM_BP_FAT generation of precursor metabolites and energy 3.30E-11 

GOTERM_BP_FAT electron transport chain 3.00E-02 

      

Cluster 5 
  GOTERM_MF_FAT potassium ion binding 1.40E-08 

GOTERM_MF_FAT potassium channel activity 1.70E-03 

GOTERM_CC_FAT voltage-gated potassium channel complex 1.20E-02 

GOTERM_CC_FAT potassium channel complex 1.20E-02 

GOTERM_BP_FAT potassium ion transport 2.10E-06 

GOTERM_BP_FAT monovalent inorganic cation transport 2.80E-08 

      

Cluster 6 
  GOTERM_MF_FAT structural molecule activity 8.10E-05 

GOTERM_CC_FAT intermediate filament 1.20E-04 

GOTERM_CC_FAT intermediate filament cytoskeleton 1.50E-04 

      

Cluster 7 
  GOTERM_MF_FAT L-amino acid transmembrane transporter activity 1.50E-02 

GOTERM_MF_FAT symporter activity 6.30E-03 

GOTERM_CC_FAT neuron projection 1.00E-08 

GOTERM_CC_FAT axon 7.00E-10 
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Cannabinoid receptor 1 OS=Homo sapiens GN=CNR1 PE=1 SV=1 P21554 0 5879 4276 29443 42770 9,9893 12,8182 

Calnexin OS=Homo sapiens GN=CANX PE=1 SV=2 P27824 0 0 0 10923 18930 
 

11,5441 

Tubulin alpha-1B chain OS=Homo sapiens GN=TUBA1B PE=1 SV=1 P68363 0 1202 1212 4130 6808 7,9213 10,0964 

Ubiquitin-60S ribosomal protein L40 OS=Homo sapiens GN=UBA52 PE=1 SV=2 P62987 0 0 0 2463 5853 
 

9,7015 

Cornifin-A OS=Homo sapiens GN=SPRR1A PE=1 SV=2 P35321 0 0 0 0 3000 
 

8,2337 

Tubulin beta chain OS=Homo sapiens GN=TUBB PE=1 SV=2 P07437 0 0 0 2127 2579 
 

8,8816 

Leucine-rich repeat-containing protein 59 OS=Homo sapiens GN=LRRC59 PE=1 SV=1 Q96AG4 0 0 0 1302 1963 
 

8,3551 

Transmembrane protein 33 OS=Homo sapiens GN=TMEM33 PE=1 SV=2 P57088 0 0 0 0 1858 
 

7,5454 

Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens GN=GAPDH PE=1 SV=3 P04406 0 0 0 0 1748 
 

7,4581 

Catechol O-methyltransferase OS=Homo sapiens GN=COMT PE=1 SV=2 P21964 0 0 0 0 1681 
 

7,4017 

Heat shock protein HSP 90-beta OS=Homo sapiens GN=HSP90AB1 PE=1 SV=4 P08238 0 0 0 1298 1654 
 

8,2104 

Calmodulin-like protein 5 OS=Homo sapiens GN=CALML5 PE=1 SV=2 Q9NZT1 0 0 0 1102 1502 
 

8,0301 

ATP synthase subunit alpha, mitochondrial OS=Homo sapiens GN=ATP5A1 PE=1 SV=1 P25705 0 0 0 0 1434 
 

7,1739 

60S ribosomal protein L27a OS=Homo sapiens GN=RPL27A PE=1 SV=2 P46776 0 0 0 1085 1379 
 

7,9507 

Desmoglein-1 OS=Homo sapiens GN=DSG1 PE=1 SV=2 Q02413 0 0 0 0 1362 
 

7,1001 

Sodium/potassium-transporting ATPase subunit alpha-1 OS=Homo sapiens GN=ATP1A1 PE=1 SV=1 P05023 0 0 0 0 1328 
 

7,0639 

Fatty acid-binding protein, epidermal OS=Homo sapiens GN=FABP5 PE=1 SV=3 Q01469 0 0 0 0 1245 
 

6,9710 

Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 P60709 0 0 0 0 1243 
 

6,9698 

Tubulin beta-4B chain OS=Homo sapiens GN=TUBB4B PE=1 SV=1 P68371 0 0 0 1042 1202 
 

7,8167 

Annexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2 P07355 0 0 0 0 1114 
 

6,8125 

Propionyl-CoA carboxylase beta chain, mitochondrial OS=Homo sapiens GN=PCCB PE=1 SV=3 P05166 0 1863 1319 2904 1036 8,3182 8,6257 

Pyruvate carboxylase, mitochondrial OS=Homo sapiens GN=PC PE=1 SV=2 P11498 0 1440 1172 2293 1005 8,0347 8,3698 
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Cannabinoid receptor 1 OS=Mus musculus GN=Cnr1 PE=2 SV=1 P47746 1,0000 1,0000 1,0000 -0,07 

Guanine nucleotide-binding protein G(o) subunit alpha OS=Mus musculus GN=Gnao1 PE=1 SV=3 P18872 0,4280 0,4736 0,4513 -0,21 

Sodium/potassium-transporting ATPase subunit alpha-3 OS=Mus musculus GN=Atp1a3 PE=1 SV=1 Q6PIC6 0,4593 0,4044 0,4312 0,12 

Tubulin alpha-4A chain OS=Mus musculus GN=Tuba4a PE=1 SV=1 P68368 0,3458 0,3158 0,3305 0,06 

Glyceraldehyde-3-phosphate dehydrogenase OS=Mus musculus GN=Gapdh PE=1 SV=2 P16858 0,3158 0,3012 0,3083 0,00 

Tubulin alpha-8 chain OS=Mus musculus GN=Tuba8 PE=1 SV=1 Q9JJZ2 0,3089 0,2950 0,3018 0,00 

ATP synthase subunit alpha, mitochondrial OS=Mus musculus GN=Atp5a1 PE=1 SV=1 Q03265 0,2834 0,2811 0,2822 -0,06 

Sodium/potassium-transporting ATPase subunit beta-1 OS=Mus musculus GN=Atp1b1 PE=1 SV=1 P14094 0,3108 0,2546 0,2820 0,22 

Alpha-enolase OS=Mus musculus GN=Eno1 PE=1 SV=3 P17182 0,2885 0,2199 0,2534 0,32 

Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Mus musculus GN=Gnb1 PE=1 SV=3 P62874 0,2189 0,2717 0,2459 -0,38 

Sodium/potassium-transporting ATPase subunit alpha-1 OS=Mus musculus GN=Atp1a1 PE=1 SV=1 Q8VDN2 0,2577 0,2275 0,2423 0,11 

Keratin, type II cytoskeletal 1 OS=Mus musculus GN=Krt1 PE=1 SV=4 P04104 0,2340 0,2445 0,2394 -0,13 

Actin, cytoplasmic 1 OS=Mus musculus GN=Actb PE=1 SV=1 P60710 0,2508 0,2246 0,2374 0,09 

Syntaxin-1B OS=Mus musculus GN=Stx1b PE=1 SV=1 P61264 0,2537 0,2094 0,2311 0,21 

Synaptic vesicle glycoprotein 2A OS=Mus musculus GN=Sv2a PE=1 SV=1 Q9JIS5 0,2531 0,2016 0,2268 0,26 

Ig gamma-1 chain C region, membrane-bound form OS=Mus musculus GN=Ighg1 PE=1 SV=2 P01869 0,2609 0,1798 0,2194 0,47 

Visinin-like protein 1 OS=Mus musculus GN=Vsnl1 PE=1 SV=2 P62761 0,2457 0,1904 0,2174 0,30 

Calcium-dependent secretion activator 1 OS=Mus musculus GN=Cadps PE=1 SV=3 Q80TJ1 0,2349 0,1956 0,2148 0,20 

Excitatory amino acid transporter 1 OS=Mus musculus GN=Slc1a3 PE=1 SV=2 P56564 0,2157 0,1867 0,2009 0,14 

Guanine nucleotide-binding protein G(i) subunit alpha-1 OS=Mus musculus GN=Gnai1 PE=2 SV=1 B2RSH2 0,1739 0,2159 0,1954 -0,38 

Synaptotagmin-1 OS=Mus musculus GN=Syt1 PE=1 SV=1 P46096 0,1943 0,1951 0,1947 -0,07 

Synaptophysin OS=Mus musculus GN=Syp PE=1 SV=2 Q62277 0,2039 0,1810 0,1922 0,11 

Keratin, type II cytoskeletal 79 OS=Mus musculus GN=Krt79 PE=2 SV=2 Q8VED5 0,1613 0,2128 0,1877 -0,47 

Serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform OS=Mus musculus GN=Ppp3ca PE=1 SV=1 P63328 0,1849 0,1800 0,1824 -0,03 

Sodium/potassium-transporting ATPase subunit alpha-2 OS=Mus musculus GN=Atp1a2 PE=1 SV=1 Q6PIE5 0,1915 0,1593 0,1750 0,20 

Vesicle-associated membrane protein 2 OS=Mus musculus GN=Vamp2 PE=1 SV=2 P63044 0,1767 0,1489 0,1625 0,18 

Ras-related C3 botulinum toxin substrate 1 OS=Mus musculus GN=Rac1 PE=1 SV=1 P63001 0,1365 0,1576 0,1473 -0,27 

Excitatory amino acid transporter 2 OS=Mus musculus GN=Slc1a2 PE=1 SV=1 P43006 0,1318 0,1584 0,1454 -0,33 

ATP synthase subunit beta, mitochondrial OS=Mus musculus GN=Atp5b PE=1 SV=2 P56480 0,1364 0,1510 0,1438 -0,21 

Synaptic vesicle glycoprotein 2B OS=Mus musculus GN=Sv2b PE=1 SV=1 Q8BG39 0,1293 0,1550 0,1424 -0,33 

Mitochondrial glutamate carrier 1 OS=Mus musculus GN=Slc25a22 PE=1 SV=1 Q9D6M3 0,1496 0,1339 0,1416 0,09 

Neuronal membrane glycoprotein M6-b OS=Mus musculus GN=Gpm6b PE=1 SV=2 P35803 0,1257 0,1478 0,1371 -0,30 

Ras-related protein Rab-30 OS=Mus musculus GN=Rab30 PE=2 SV=1 Q923S9 0,1347 0,1364 0,1356 -0,08 

Synaptogyrin-3 OS=Mus musculus GN=Syngr3 PE=1 SV=1 Q8R191 0,1393 0,1292 0,1341 0,04 

Plasma membrane calcium-transporting ATPase 2 OS=Mus musculus GN=Atp2b2 PE=1 SV=2 Q9R0K7 0,1610 0,1079 0,1338 0,51 

Myelin proteolipid protein OS=Mus musculus GN=Plp1 PE=1 SV=2 P60202 0,1364 0,1308 0,1335 -0,01 

Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Mus musculus GN=Atp2a2 PE=1 SV=2 O55143 0,1400 0,1255 0,1326 0,09 

Pyruvate kinase PKM OS=Mus musculus GN=Pkm PE=1 SV=4 P52480 0,1497 0,1110 0,1299 0,37 

Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Mus musculus GN=Gnai2 PE=1 SV=5 P08752 0,1243 0,1271 0,1257 -0,10 

Calnexin OS=Mus musculus GN=Canx PE=1 SV=1 P35564 0,1432 0,1030 0,1226 0,41 

Dipeptidyl aminopeptidase-like protein 6 OS=Mus musculus GN=Dpp6 PE=1 SV=1 Q9Z218 0,1364 0,1083 0,1220 0,27 

Guanine nucleotide-binding protein G(z) subunit alpha OS=Mus musculus GN=Gnaz PE=2 SV=4 O70443 0,1015 0,1409 0,1216 -0,54 

40S ribosomal protein S25 OS=Mus musculus GN=Rps25 PE=2 SV=1 P62852 0,1463 0,0968 0,1210 0,53 

DnaJ homolog subfamily C member 5 OS=Mus musculus GN=Dnajc5 PE=1 SV=1 P60904 0,1360 0,1038 0,1195 0,32 

Tubulin beta-4A chain OS=Mus musculus GN=Tubb4a PE=1 SV=3 Q9D6F9 0,1152 0,1162 0,1157 -0,08 

Vesicular glutamate transporter 1 OS=Mus musculus GN=Slc17a7 PE=2 SV=2 Q3TXX4 0,0811 0,1482 0,1154 -0,94 

Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 OS=Mus musculus GN=Gnb2 PE=1 SV=3 P62880 0,0948 0,1347 0,1152 -0,57 

4F2 cell-surface antigen heavy chain OS=Mus musculus GN=Slc3a2 PE=1 SV=1 P10852 0,1233 0,1068 0,1149 0,14 



NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 4 OS=Mus musculus GN=Ndufa4 PE=1 SV=2 Q62425 0,1161 0,1132 0,1146 -0,03 

ADP/ATP translocase 1 OS=Mus musculus GN=Slc25a4 PE=1 SV=4 P48962 0,1139 0,1142 0,1141 -0,07 

Synaptotagmin-3 OS=Mus musculus GN=Syt3 PE=1 SV=2 O35681 0,1000 0,1266 0,1136 -0,41 

Endoplasmin OS=Mus musculus GN=Hsp90b1 PE=1 SV=2 P08113 0,1083 0,1183 0,1134 -0,19 

Sodium channel subunit beta-2 OS=Mus musculus GN=Scn2b PE=1 SV=1 Q56A07 0,1173 0,1086 0,1129 0,04 

ATP synthase subunit gamma, mitochondrial OS=Mus musculus GN=Atp5c1 PE=1 SV=1 Q91VR2 0,1093 0,1152 0,1123 -0,14 

D-beta-hydroxybutyrate dehydrogenase, mitochondrial OS=Mus musculus GN=Bdh1 PE=1 SV=2 Q80XN0 0,1141 0,1094 0,1117 -0,01 

Proline-rich transmembrane protein 2 OS=Mus musculus GN=Prrt2 PE=1 SV=1 E9PUL5 0,0813 0,1392 0,1109 -0,84 

Tubulin beta-3 chain OS=Mus musculus GN=Tubb3 PE=1 SV=1 Q9ERD7 0,0990 0,1200 0,1097 -0,35 

Hippocalcin-like protein 4 OS=Mus musculus GN=Hpcal4 PE=2 SV=3 Q8BGZ1 0,0797 0,1369 0,1090 -0,85 

Ras-related protein Rab-14 OS=Mus musculus GN=Rab14 PE=1 SV=3 Q91V41 0,1125 0,1044 0,1084 0,04 

Secretory carrier-associated membrane protein 5 OS=Mus musculus GN=Scamp5 PE=2 SV=1 Q9JKD3 0,1099 0,1068 0,1083 -0,03 

Keratin, type II cuticular Hb3 OS=Mus musculus GN=Krt83 PE=2 SV=2 Q6IMF0 0,0905 0,1249 0,1081 -0,53 

Ras-related protein Rab-1B OS=Mus musculus GN=Rab1b PE=1 SV=1 Q9D1G1 0,1001 0,1136 0,1070 -0,25 

Calcium/calmodulin-dependent protein kinase type II subunit alpha OS=Mus musculus GN=Camk2a PE=1 SV=2 P11798 0,0936 0,1155 0,1048 -0,37 

Vesicle-fusing ATPase OS=Mus musculus GN=Nsf PE=1 SV=2 P46460 0,1049 0,1040 0,1044 -0,05 

Tubulin beta-2A chain OS=Mus musculus GN=Tubb2a PE=1 SV=1 Q7TMM9 0,1087 0,0979 0,1032 0,08 

Receptor-type tyrosine-protein phosphatase S OS=Mus musculus GN=Ptprs PE=1 SV=1 B0V2N1 0,0788 0,1220 0,1009 -0,70 

2',3'-cyclic-nucleotide 3'-phosphodiesterase OS=Mus musculus GN=Cnp PE=1 SV=3 P16330 0,0995 0,1002 0,0998 -0,08 

Cell division control protein 42 homolog OS=Mus musculus GN=Cdc42 PE=1 SV=2 P60766 0,0997 0,0966 0,0982 -0,02 

Synaptogyrin-1 OS=Mus musculus GN=Syngr1 PE=1 SV=2 O55100 0,1005 0,0932 0,0968 0,04 

Neuronal membrane glycoprotein M6-a OS=Mus musculus GN=Gpm6a PE=1 SV=1 P35802 0,0856 0,1058 0,0959 -0,37 

14-3-3 protein zeta/delta OS=Mus musculus GN=Ywhaz PE=1 SV=1 P63101 0,0935 0,0921 0,0928 -0,05 

Syntaxin-1A OS=Mus musculus GN=Stx1a PE=1 SV=3 O35526 0,0873 0,0952 0,0913 -0,19 

Keratin, type II cytoskeletal 75 OS=Mus musculus GN=Krt75 PE=1 SV=1 Q8BGZ7 0,0957 0,0860 0,0907 0,09 

Tubulin beta-4B chain OS=Mus musculus GN=Tubb4b PE=1 SV=1 P68372 0,0895 0,0871 0,0883 -0,03 

Ras-related protein Rab-3A OS=Mus musculus GN=Rab3a PE=1 SV=1 P63011 0,0817 0,0890 0,0854 -0,19 

Ras-related protein Rab-3C OS=Mus musculus GN=Rab3c PE=1 SV=1 P62823 0,0846 0,0855 0,0850 -0,08 

NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial OS=Mus musculus GN=Ndufa10 PE=1 SV=1 Q99LC3 0,0772 0,0916 0,0845 -0,31 

Heat shock cognate 71 kDa protein OS=Mus musculus GN=Hspa8 PE=1 SV=1 P63017 0,1006 0,0680 0,0839 0,50 

14-3-3 protein theta OS=Mus musculus GN=Ywhaq PE=1 SV=1 P68254 0,0877 0,0788 0,0831 0,09 

Protein RUFY3 OS=Mus musculus GN=Rufy3 PE=1 SV=1 Q9D394 0,0686 0,0946 0,0819 -0,53 

Neuroplastin OS=Mus musculus GN=Nptn PE=1 SV=3 P97300 0,0836 0,0802 0,0819 -0,01 

Contactin-associated protein 1 OS=Mus musculus GN=Cntnap1 PE=2 SV=2 O54991 0,0915 0,0695 0,0802 0,33 

Synaptosomal-associated protein 25 OS=Mus musculus GN=Snap25 PE=1 SV=1 P60879 0,0890 0,0699 0,0792 0,28 

Ketimine reductase mu-crystallin OS=Mus musculus GN=Crym PE=1 SV=1 O54983 0,0647 0,0915 0,0784 -0,57 

Sodium/potassium-transporting ATPase subunit beta-2 OS=Mus musculus GN=Atp1b2 PE=1 SV=2 P14231 0,0933 0,0620 0,0773 0,52 

Keratin, type II cytoskeletal 6A OS=Mus musculus GN=Krt6a PE=2 SV=3 P50446 0,0967 0,0579 0,0769 0,67 

Ras-related protein Rab-3B OS=Mus musculus GN=Rab3b PE=1 SV=1 Q9CZT8 0,0796 0,0723 0,0759 0,07 

Ras-related protein Rab-10 OS=Mus musculus GN=Rab10 PE=1 SV=1 P61027 0,0721 0,0776 0,0749 -0,17 

Very-long-chain (3R)-3-hydroxyacyl-[acyl-carrier protein] dehydratase 3 OS=Mus musculus GN=ptplad1 PE=1 SV=2 Q8K2C9 0,0807 0,0694 0,0749 0,15 

ADP-ribosylation factor 5 OS=Mus musculus GN=Arf5 PE=1 SV=2 P84084 0,0716 0,0780 0,0749 -0,19 

Tubulin beta-5 chain OS=Mus musculus GN=Tubb5 PE=1 SV=1 P99024 0,0813 0,0684 0,0747 0,18 

ADP/ATP translocase 2 OS=Mus musculus GN=Slc25a5 PE=1 SV=3 P51881 0,0799 0,0688 0,0742 0,15 

Voltage-dependent calcium channel gamma-8 subunit OS=Mus musculus GN=Cacng8 PE=1 SV=1 Q8VHW2 0,0621 0,0852 0,0739 -0,52 

Sodium/calcium exchanger 1 OS=Mus musculus GN=Slc8a1 PE=1 SV=1 P70414 0,0535 0,0921 0,0733 -0,85 

Keratin, type I cytoskeletal 42 OS=Mus musculus GN=Krt42 PE=1 SV=1 Q6IFX2 0,0789 0,0665 0,0725 0,18 

78 kDa glucose-regulated protein OS=Mus musculus GN=Hspa5 PE=1 SV=3 P20029 0,1034 0,0398 0,0709 1,31 

Ras-related protein Rab-18 OS=Mus musculus GN=Rab18 PE=2 SV=2 P35293 0,0728 0,0673 0,0700 0,05 

Glycogen phosphorylase, brain form OS=Mus musculus GN=Pygb PE=1 SV=3 Q8CI94 0,0611 0,0782 0,0698 -0,42 

CaM kinase-like vesicle-associated protein OS=Mus musculus GN=Camkv PE=1 SV=2 Q3UHL1 0,0587 0,0804 0,0698 -0,52 

Ephrin type-A receptor 4 OS=Mus musculus GN=Epha4 PE=1 SV=2 Q03137 0,0355 0,1024 0,0697 -1,60 

Centrosomal protein of 152 kDa OS=Mus musculus GN=Cep152 PE=1 SV=1 A2AUM9 0,0704 0,0652 0,0677 0,05 

Immunoglobulin superfamily member 8 OS=Mus musculus GN=Igsf8 PE=1 SV=2 Q8R366 0,0589 0,0761 0,0677 -0,44 

LanC-like protein 2 OS=Mus musculus GN=Lancl2 PE=1 SV=1 Q9JJK2 0,0659 0,0665 0,0662 -0,08 

Phosphatidate cytidylyltransferase 2 OS=Mus musculus GN=Cds2 PE=1 SV=1 Q99L43 0,0600 0,0696 0,0649 -0,28 

Ras-related protein Rap-1A OS=Mus musculus GN=Rap1a PE=2 SV=1 P62835 0,0639 0,0654 0,0647 -0,10 

Phosphate carrier protein, mitochondrial OS=Mus musculus GN=Slc25a3 PE=1 SV=1 Q8VEM8 0,0637 0,0645 0,0641 -0,08 

Potassium voltage-gated channel subfamily A member 2 OS=Mus musculus GN=Kcna2 PE=1 SV=1 P63141 0,0663 0,0611 0,0636 0,05 

Dephospho-CoA kinase domain-containing protein OS=Mus musculus GN=Dcakd PE=2 SV=1 Q8BHC4 0,0659 0,0613 0,0636 0,04 

Pyruvate carboxylase, mitochondrial OS=Mus musculus GN=Pc PE=1 SV=1 Q05920 0,0732 0,0528 0,0627 0,41 

Plexin-A4 OS=Mus musculus GN=Plxna4 PE=1 SV=3 Q80UG2 0,0577 0,0641 0,0610 -0,22 

Protein kinase C gamma type OS=Mus musculus GN=Prkcg PE=1 SV=1 P63318 0,0345 0,0846 0,0601 -1,36 

Keratin, type II cytoskeletal 6B OS=Mus musculus GN=Krt6b PE=2 SV=3 Q9Z331 0,0545 0,0653 0,0600 -0,33 

Solute carrier family 2, facilitated glucose transporter member 3 OS=Mus musculus GN=Slc2a3 PE=1 SV=1 P32037 0,0599 0,0593 0,0596 -0,05 

Adenylate cyclase type 9 OS=Mus musculus GN=Adcy9 PE=1 SV=1 P51830 0,0291 0,0861 0,0583 -1,63 

Disintegrin and metalloproteinase domain-containing protein 22 OS=Mus musculus GN=Adam22 PE=1 SV=2 Q9R1V6 0,0545 0,0612 0,0579 -0,23 

Neuron-specific calcium-binding protein hippocalcin OS=Mus musculus GN=Hpca PE=1 SV=2 P84075 0,0393 0,0755 0,0579 -1,01 

Ras-related protein Rab-39B OS=Mus musculus GN=Rab39b PE=2 SV=1 Q8BHC1 0,0525 0,0623 0,0575 -0,31 

Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial OS=Mus musculus GN=Idh3a PE=1 SV=1 Q9D6R2 0,0577 0,0570 0,0573 -0,05 

Serine/threonine-protein phosphatase 2B catalytic subunit beta isoform OS=Mus musculus GN=Ppp3cb PE=1 SV=2 P48453 0,0604 0,0544 0,0573 0,09 

FXYD domain-containing ion transport regulator 7 OS=Mus musculus GN=Fxyd7 PE=2 SV=1 P59648 0,0300 0,0833 0,0573 -1,54 

Ig kappa chain C region OS=Mus musculus PE=1 SV=1 P01837 0,0604 0,0541 0,0572 0,09 

Electron transfer flavoprotein subunit alpha, mitochondrial OS=Mus musculus GN=Etfa PE=1 SV=2 Q99LC5 0,0551 0,0557 0,0554 -0,08 

ADP-ribosylation factor 2 OS=Mus musculus GN=Arf2 PE=1 SV=2 Q8BSL7 0,0574 0,0533 0,0553 0,04 

Vesicular inhibitory amino acid transporter OS=Mus musculus GN=Slc32a1 PE=1 SV=3 O35633 0,1074 0,0047 0,0549 4,45 



Keratin, type I cytoskeletal 14 OS=Mus musculus GN=Krt14 PE=1 SV=2 Q61781 0,0520 0,0562 0,0542 -0,18 

Keratin, type II cuticular Hb2 OS=Mus musculus GN=Krt82 PE=2 SV=2 Q99M74 0,0440 0,0638 0,0541 -0,60 

Ras-related protein Rab-5A OS=Mus musculus GN=Rab5a PE=1 SV=1 Q9CQD1 0,0548 0,0516 0,0531 0,02 

Rabphilin-3A OS=Mus musculus GN=Rph3a PE=1 SV=2 P47708 0,0549 0,0509 0,0528 0,04 

Mast/stem cell growth factor receptor Kit OS=Mus musculus GN=Kit PE=1 SV=3 P05532 0,0397 0,0653 0,0528 -0,79 

Neurofilament heavy polypeptide OS=Mus musculus GN=Nefh PE=1 SV=3 P19246 0,0449 0,0590 0,0521 -0,46 

Clathrin coat assembly protein AP180 OS=Mus musculus GN=Snap91 PE=1 SV=1 Q61548 0,0499 0,0519 0,0509 -0,12 

Synaptotagmin-7 OS=Mus musculus GN=Syt7 PE=1 SV=1 Q9R0N7 0,0363 0,0631 0,0500 -0,87 

Acetyl-CoA acetyltransferase, mitochondrial OS=Mus musculus GN=Acat1 PE=1 SV=1 Q8QZT1 0,0402 0,0576 0,0491 -0,59 

Gamma-glutamyltransferase 7 OS=Mus musculus GN=Ggt7 PE=2 SV=2 Q99JP7 0,0457 0,0517 0,0488 -0,25 

Alpha-1,3/1,6-mannosyltransferase ALG2 OS=Mus musculus GN=Alg2 PE=2 SV=2 Q9DBE8 0,0464 0,0509 0,0487 -0,20 

Ras-related protein Rab-5C OS=Mus musculus GN=Rab5c PE=1 SV=2 P35278 0,0553 0,0419 0,0485 0,33 

Succinyl-CoA ligase [ADP-forming] subunit beta, mitochondrial OS=Mus musculus GN=Sucla2 PE=1 SV=2 Q9Z2I9 0,0480 0,0483 0,0481 -0,07 

Cytochrome b-c1 complex subunit 2, mitochondrial OS=Mus musculus GN=Uqcrc2 PE=1 SV=1 Q9DB77 0,0370 0,0577 0,0476 -0,71 

Ig kappa chain V-II region 26-10 OS=Mus musculus PE=1 SV=1 P01631 0,0563 0,0393 0,0476 0,45 

Sodium-dependent neutral amino acid transporter SLC6A17 OS=Mus musculus GN=Slc6a17 PE=1 SV=1 Q8BJI1 0,0551 0,0388 0,0468 0,44 

Estradiol 17-beta-dehydrogenase 12 OS=Mus musculus GN=Hsd17b12 PE=2 SV=1 O70503 0,0521 0,0416 0,0468 0,26 

Synapsin-2 OS=Mus musculus GN=Syn2 PE=1 SV=2 Q64332 0,0422 0,0510 0,0467 -0,34 

Elongation factor Tu, mitochondrial OS=Mus musculus GN=Tufm PE=1 SV=1 Q8BFR5 0,0503 0,0433 0,0467 0,15 

6-phosphofructokinase, muscle type OS=Mus musculus GN=Pfkm PE=1 SV=3 P47857 0,0456 0,0472 0,0464 -0,12 

Protein lunapark OS=Mus musculus GN=Lnp PE=1 SV=1 Q7TQ95 0,0509 0,0411 0,0459 0,24 

Guanine nucleotide-binding protein G(q) subunit alpha OS=Mus musculus GN=Gnaq PE=1 SV=4 P21279 0,0368 0,0545 0,0458 -0,63 

Heat shock 70 kDa protein 12A OS=Mus musculus GN=Hspa12a PE=1 SV=1 Q8K0U4 0,0410 0,0504 0,0458 -0,36 

Dihydropyrimidinase-related protein 2 OS=Mus musculus GN=Dpysl2 PE=1 SV=2 O08553 0,0481 0,0429 0,0455 0,10 

Myelin-oligodendrocyte glycoprotein OS=Mus musculus GN=Mog PE=1 SV=1 Q61885 0,0489 0,0419 0,0453 0,16 

Inactive dipeptidyl peptidase 10 OS=Mus musculus GN=Dpp10 PE=2 SV=1 Q6NXK7 0,0599 0,0310 0,0451 0,88 

Keratin, type II cuticular Hb1 OS=Mus musculus GN=Krt81 PE=2 SV=2 Q9ERE2 0,0180 0,0707 0,0450 -2,04 

Drebrin OS=Mus musculus GN=Dbn1 PE=1 SV=4 Q9QXS6 0,0378 0,0518 0,0450 -0,52 

Ectonucleoside triphosphate diphosphohydrolase 2 OS=Mus musculus GN=Entpd2 PE=1 SV=2 O55026 0,0517 0,0384 0,0449 0,36 

Monoglyceride lipase OS=Mus musculus GN=Mgll PE=1 SV=1 O35678 0,0643 0,0262 0,0448 1,23 

Intercellular adhesion molecule 5 OS=Mus musculus GN=Icam5 PE=1 SV=2 Q60625 0,0342 0,0548 0,0447 -0,75 

Protein tweety homolog 1 OS=Mus musculus GN=Ttyh1 PE=1 SV=1 Q9D3A9 0,0484 0,0402 0,0442 0,20 

Secretory carrier-associated membrane protein 3 OS=Mus musculus GN=Scamp3 PE=1 SV=3 O35609 0,0410 0,0461 0,0436 -0,24 

Ganglioside-induced differentiation-associated protein 1 OS=Mus musculus GN=Gdap1 PE=1 SV=1 O88741 0,0429 0,0439 0,0434 -0,10 

Neutral amino acid transporter A OS=Mus musculus GN=Slc1a4 PE=1 SV=1 O35874 0,0530 0,0342 0,0433 0,57 

60 kDa heat shock protein, mitochondrial OS=Mus musculus GN=Hspd1 PE=1 SV=1 P63038 0,0449 0,0413 0,0431 0,05 

Elongation factor 1-alpha 1 OS=Mus musculus GN=Eef1a1 PE=1 SV=3 P10126 0,0479 0,0379 0,0428 0,27 

Heat shock 70 kDa protein 1-like OS=Mus musculus GN=Hspa1l PE=2 SV=4 P16627 0,0369 0,0484 0,0428 -0,46 

Glutamate decarboxylase 1 OS=Mus musculus GN=Gad1 PE=2 SV=2 P48318 0,0755 0,0113 0,0427 2,67 

Guanine nucleotide-binding protein G(k) subunit alpha OS=Mus musculus GN=Gnai3 PE=1 SV=3 Q9DC51 0,0351 0,0495 0,0425 -0,56 

Membrane-associated progesterone receptor component 1 OS=Mus musculus GN=Pgrmc1 PE=1 SV=4 O55022 0,0410 0,0430 0,0420 -0,14 

Septin-7 OS=Mus musculus GN=Sept7 PE=1 SV=1 O55131 0,0266 0,0564 0,0418 -1,15 

Triosephosphate isomerase OS=Mus musculus GN=Tpi1 PE=1 SV=4 P17751 0,0505 0,0333 0,0417 0,53 

14-3-3 protein beta/alpha OS=Mus musculus GN=Ywhab PE=1 SV=3 Q9CQV8 0,0367 0,0461 0,0415 -0,40 

Astrotactin-1 OS=Mus musculus GN=Astn1 PE=2 SV=4 Q61137 0,0376 0,0446 0,0412 -0,31 

Actin, aortic smooth muscle OS=Mus musculus GN=Acta2 PE=1 SV=1 P62737 0,0441 0,0379 0,0409 0,15 

Ras-related protein Rab-2B OS=Mus musculus GN=Rab2b PE=2 SV=1 P59279 0,0445 0,0374 0,0408 0,18 

Potassium voltage-gated channel subfamily A member 1 OS=Mus musculus GN=Kcna1 PE=1 SV=1 P16388 0,0313 0,0494 0,0406 -0,72 

Protein FAM49A OS=Mus musculus GN=Fam49a PE=2 SV=1 Q8BHZ0 0,0418 0,0392 0,0405 0,02 

Mitochondrial import inner membrane translocase subunit TIM50 OS=Mus musculus GN=Timm50 PE=1 SV=1 Q9D880 0,0385 0,0423 0,0405 -0,20 

Semaphorin-4B OS=Mus musculus GN=Sema4b PE=1 SV=2 Q62179 0,0256 0,0542 0,0402 -1,15 

Basigin OS=Mus musculus GN=Bsg PE=1 SV=2 P18572 0,0423 0,0379 0,0400 0,09 

Proline-rich transmembrane protein 3 OS=Mus musculus GN=Prrt3 PE=1 SV=1 Q6PE13 0,0325 0,0464 0,0396 -0,58 

Transmembrane protein 132A OS=Mus musculus GN=Tmem132a PE=2 SV=2 Q922P8 0,0316 0,0464 0,0391 -0,62 

GTP-binding protein Di-Ras2 OS=Mus musculus GN=Diras2 PE=2 SV=1 Q5PR73 0,0378 0,0396 0,0387 -0,13 

Calcium/calmodulin-dependent protein kinase type II subunit beta OS=Mus musculus GN=Camk2b PE=1 SV=2 P28652 0,0378 0,0389 0,0384 -0,11 

Beta-soluble NSF attachment protein OS=Mus musculus GN=Napb PE=1 SV=2 P28663 0,0383 0,0380 0,0381 -0,06 

Junction plakoglobin OS=Mus musculus GN=Jup PE=1 SV=3 Q02257 0,0404 0,0358 0,0380 0,11 

Myelin basic protein OS=Mus musculus GN=Mbp PE=1 SV=2 P04370 0,0340 0,0417 0,0380 -0,36 

ADP-ribosylation factor 1 OS=Mus musculus GN=Arf1 PE=1 SV=2 P84078 0,0321 0,0434 0,0379 -0,50 

Glutamine synthetase OS=Mus musculus GN=Glul PE=1 SV=6 P15105 0,0402 0,0356 0,0379 0,11 

Trifunctional enzyme subunit alpha, mitochondrial OS=Mus musculus GN=Hadha PE=1 SV=1 Q8BMS1 0,0388 0,0362 0,0375 0,03 

Long-chain-fatty-acid--CoA ligase ACSBG1 OS=Mus musculus GN=Acsbg1 PE=1 SV=1 Q99PU5 0,0440 0,0312 0,0374 0,43 

E3 ubiquitin-protein ligase UBR2 OS=Mus musculus GN=Ubr2 PE=1 SV=2 Q6WKZ8 0,0408 0,0339 0,0373 0,20 

14-3-3 protein gamma OS=Mus musculus GN=Ywhag PE=1 SV=2 P61982 0,0420 0,0328 0,0373 0,29 

OX-2 membrane glycoprotein OS=Mus musculus GN=Cd200 PE=1 SV=1 O54901 0,0404 0,0342 0,0372 0,17 

Rho-related GTP-binding protein RhoB OS=Mus musculus GN=Rhob PE=1 SV=1 P62746 0,0337 0,0404 0,0371 -0,33 

NADH dehydrogenase [ubiquinone] iron-sulfur protein 7, mitochondrial OS=Mus musculus GN=Ndufs7 PE=1 SV=1 Q9DC70 0,0298 0,0438 0,0369 -0,62 

Integral membrane protein 2B OS=Mus musculus GN=Itm2b PE=2 SV=1 O89051 0,0370 0,0367 0,0369 -0,05 

Activin receptor type-1 OS=Mus musculus GN=Acvr1 PE=2 SV=2 P37172 0,0412 0,0322 0,0366 0,29 

Leucine-zipper-like transcriptional regulator 1 OS=Mus musculus GN=Lztr1 PE=2 SV=2 Q9CQ33 0,0222 0,0502 0,0366 -1,24 

ADP-ribosylation factor-like protein 8B OS=Mus musculus GN=Arl8b PE=2 SV=1 Q9CQW2 0,0354 0,0376 0,0365 -0,16 

Latrophilin-1 OS=Mus musculus GN=Lphn1 PE=1 SV=2 Q80TR1 0,0380 0,0345 0,0362 0,07 

Heat shock protein HSP 90-beta OS=Mus musculus GN=Hsp90ab1 PE=1 SV=3 P11499 0,0332 0,0388 0,0361 -0,29 

Sodium- and chloride-dependent GABA transporter 3 OS=Mus musculus GN=Slc6a11 PE=1 SV=2 P31650 0,0382 0,0339 0,0360 0,10 

Sideroflexin-5 OS=Mus musculus GN=Sfxn5 PE=1 SV=2 Q925N0 0,0382 0,0334 0,0358 0,13 



14-3-3 protein epsilon OS=Mus musculus GN=Ywhae PE=1 SV=1 P62259 0,0375 0,0328 0,0351 0,13 

Keratin, type I cuticular Ha4 OS=Mus musculus GN=Krt34 PE=2 SV=1 Q9D646 0,0174 0,0518 0,0350 -1,65 

Protein NipSnap homolog 1 OS=Mus musculus GN=Nipsnap1 PE=1 SV=1 O55125 0,0343 0,0353 0,0348 -0,11 

Prohibitin OS=Mus musculus GN=Phb PE=1 SV=1 P67778 0,0461 0,0239 0,0347 0,88 

Protein FAM49B OS=Mus musculus GN=Fam49b PE=2 SV=1 Q921M7 0,0335 0,0356 0,0346 -0,16 

Glutamate decarboxylase 2 OS=Mus musculus GN=Gad2 PE=2 SV=1 P48320 0,0570 0,0119 0,0339 2,20 

Sodium- and chloride-dependent GABA transporter 1 OS=Mus musculus GN=Slc6a1 PE=1 SV=2 P31648 0,0599 0,0089 0,0338 2,68 

Rho-related GTP-binding protein RhoG OS=Mus musculus GN=Rhog PE=2 SV=1 P84096 0,0362 0,0314 0,0338 0,14 

Vesicle-associated membrane protein 1 OS=Mus musculus GN=Vamp1 PE=1 SV=1 Q62442 0,0442 0,0237 0,0337 0,83 

V-type proton ATPase subunit H OS=Mus musculus GN=Atp6v1h PE=1 SV=1 Q8BVE3 0,0306 0,0365 0,0336 -0,32 

Amine oxidase [flavin-containing] B OS=Mus musculus GN=Maob PE=1 SV=4 Q8BW75 0,0372 0,0300 0,0335 0,24 

Potassium voltage-gated channel subfamily C member 2 OS=Mus musculus GN=Kcnc2 PE=1 SV=1 Q14B80 0,0626 0,0053 0,0333 3,49 

ATP synthase subunit O, mitochondrial OS=Mus musculus GN=Atp5o PE=1 SV=1 Q9DB20 0,0297 0,0363 0,0331 -0,36 

Keratin, type I cytoskeletal 15 OS=Mus musculus GN=Krt15 PE=1 SV=2 Q61414 0,0236 0,0421 0,0331 -0,90 

6-phosphofructokinase type C OS=Mus musculus GN=Pfkp PE=1 SV=1 Q9WUA3 0,0327 0,0326 0,0327 -0,06 

Potassium/sodium hyperpolarization-activated cyclic nucleotide-gated channel 1 OS=Mus musculus GN=Hcn1 PE=1 SV=1 O88704 0,0469 0,0185 0,0324 1,28 

Peroxiredoxin-2 OS=Mus musculus GN=Prdx2 PE=1 SV=3 Q61171 0,0422 0,0224 0,0321 0,84 

V-type proton ATPase catalytic subunit A OS=Mus musculus GN=Atp6v1a PE=1 SV=2 P50516 0,0271 0,0365 0,0319 -0,49 

Protein kinase C beta type OS=Mus musculus GN=Prkcb PE=1 SV=4 P68404 0,0292 0,0340 0,0316 -0,28 

Neurocalcin-delta OS=Mus musculus GN=Ncald PE=1 SV=4 Q91X97 0,0368 0,0266 0,0316 0,40 

Neurochondrin OS=Mus musculus GN=Ncdn PE=1 SV=1 Q9Z0E0 0,0295 0,0327 0,0311 -0,21 

Neuroligin-3 OS=Mus musculus GN=Nlgn3 PE=1 SV=2 Q8BYM5 0,0340 0,0282 0,0310 0,20 

Solute carrier family 12 member 5 OS=Mus musculus GN=Slc12a5 PE=1 SV=2 Q91V14 0,0272 0,0346 0,0310 -0,41 

Voltage-gated potassium channel subunit beta-2 OS=Mus musculus GN=Kcnab2 PE=2 SV=1 P62482 0,0322 0,0292 0,0307 0,07 

RELT-like protein 2 OS=Mus musculus GN=Rell2 PE=2 SV=1 Q8BRJ3 0,0351 0,0262 0,0305 0,36 

Synaptoporin OS=Mus musculus GN=Synpr PE=1 SV=1 Q8BGN8 0,0345 0,0266 0,0305 0,31 

Thyrotropin-releasing hormone-degrading ectoenzyme OS=Mus musculus GN=Trhde PE=2 SV=1 Q8K093 0,0299 0,0308 0,0303 -0,11 

Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Mus musculus GN=Ppp2r1b PE=1 SV=2 Q7TNP2 0,0338 0,0270 0,0303 0,26 

Band 4.1-like protein 1 OS=Mus musculus GN=Epb41l1 PE=1 SV=2 Q9Z2H5 0,0414 0,0196 0,0303 1,01 

Receptor-type tyrosine-protein phosphatase delta OS=Mus musculus GN=Ptprd PE=1 SV=3 Q64487 0,0352 0,0254 0,0302 0,41 

Catechol O-methyltransferase OS=Mus musculus GN=Comt PE=1 SV=2 O88587 0,0341 0,0264 0,0302 0,31 

Cell cycle exit and neuronal differentiation protein 1 OS=Mus musculus GN=Cend1 PE=1 SV=1 Q9JKC6 0,0342 0,0262 0,0301 0,32 

Tubulin beta-2B chain OS=Mus musculus GN=Tubb2b PE=1 SV=1 Q9CWF2 0,0278 0,0322 0,0300 -0,28 

Ras-related protein Rab-15 OS=Mus musculus GN=Rab15 PE=1 SV=1 Q8K386 0,0264 0,0335 0,0300 -0,41 

Calcineurin subunit B type 1 OS=Mus musculus GN=Ppp3r1 PE=1 SV=3 Q63810 0,0286 0,0309 0,0298 -0,18 

Elongation factor 2 OS=Mus musculus GN=Eef2 PE=1 SV=2 P58252 0,0432 0,0166 0,0296 1,31 

Keratin, type II cytoskeletal 4 OS=Mus musculus GN=Krt4 PE=1 SV=2 P07744 0,0173 0,0411 0,0295 -1,31 

Ras-related protein Rap-2b OS=Mus musculus GN=Rap2b PE=1 SV=1 P61226 0,0237 0,0347 0,0293 -0,61 

Prosaposin receptor GPR37L1 OS=Mus musculus GN=Gpr37l1 PE=2 SV=2 Q99JG2 0,0317 0,0268 0,0292 0,17 

WASH complex subunit 7 OS=Mus musculus GN=Kiaa1033 PE=2 SV=2 Q3UMB9 0,0393 0,0186 0,0287 1,01 

Synaptosomal-associated protein 47 OS=Mus musculus GN=Snap47 PE=1 SV=1 Q8R570 0,0333 0,0244 0,0287 0,38 

Keratin, type II cuticular Hb5 OS=Mus musculus GN=Krt85 PE=2 SV=2 Q9Z2T6 0,0090 0,0475 0,0287 -2,47 

Probable phospholipid-transporting ATPase IIA OS=Mus musculus GN=Atp9a PE=2 SV=3 O70228 0,0290 0,0279 0,0285 -0,01 

cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Mus musculus GN=Prkar2a PE=1 SV=2 P12367 0,0446 0,0131 0,0285 1,70 

Complement component 1 Q subcomponent-binding protein, mitochondrial OS=Mus musculus GN=C1qbp PE=1 SV=1 O35658 0,0408 0,0161 0,0282 1,27 

Probable cationic amino acid transporter OS=Mus musculus GN=Slc7a14 PE=2 SV=1 Q8BXR1 0,0293 0,0268 0,0280 0,06 

Regulator of G-protein signaling 7-binding protein OS=Mus musculus GN=Rgs7bp PE=1 SV=1 Q8BQP9 0,0286 0,0273 0,0280 0,00 

6-phosphofructokinase, liver type OS=Mus musculus GN=Pfkl PE=1 SV=4 P12382 0,0271 0,0286 0,0279 -0,14 

Contactin-1 OS=Mus musculus GN=Cntn1 PE=1 SV=1 P12960 0,0317 0,0241 0,0278 0,32 

Ras-related protein Rab-21 OS=Mus musculus GN=Rab21 PE=1 SV=4 P35282 0,0297 0,0259 0,0278 0,13 

Keratin, type I cuticular Ha5 OS=Mus musculus GN=Krt35 PE=2 SV=1 Q497I4 0,0100 0,0445 0,0276 -2,22 

Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-3 OS=Mus musculus GN=Gng3 PE=1 SV=1 P63216 0,0215 0,0333 0,0275 -0,70 

Alpha-soluble NSF attachment protein OS=Mus musculus GN=Napa PE=1 SV=1 Q9DB05 0,0108 0,0430 0,0273 -2,07 

Catenin beta-1 OS=Mus musculus GN=Ctnnb1 PE=1 SV=1 Q02248 0,0319 0,0223 0,0270 0,45 

cAMP-dependent protein kinase type II-beta regulatory subunit OS=Mus musculus GN=Prkar2b PE=1 SV=3 P31324 0,0436 0,0111 0,0270 1,91 

Zinc transporter ZIP12 OS=Mus musculus GN=Slc39a12 PE=2 SV=1 Q5FWH7 0,0291 0,0246 0,0268 0,17 

Sideroflexin-3 OS=Mus musculus GN=Sfxn3 PE=1 SV=1 Q91V61 0,0296 0,0239 0,0267 0,24 

C-terminal-binding protein 1 OS=Mus musculus GN=Ctbp1 PE=1 SV=2 O88712 0,0234 0,0297 0,0266 -0,41 

Peroxiredoxin-5, mitochondrial OS=Mus musculus GN=Prdx5 PE=1 SV=2 P99029 0,0299 0,0233 0,0265 0,29 

Dihydropyrimidinase-related protein 1 OS=Mus musculus GN=Crmp1 PE=1 SV=1 P97427 0,0196 0,0328 0,0263 -0,81 

ADP-ribosylation factor 4 OS=Mus musculus GN=Arf4 PE=1 SV=2 P61750 0,0264 0,0256 0,0260 -0,03 

Lysosome-associated membrane glycoprotein 5 OS=Mus musculus GN=Lamp5 PE=1 SV=2 Q9D387 0,0444 0,0082 0,0259 2,36 

Redox-regulatory protein FAM213A OS=Mus musculus GN=Fam213a PE=1 SV=2 Q9CYH2 0,0262 0,0253 0,0257 -0,02 

Receptor-type tyrosine-protein phosphatase-like N OS=Mus musculus GN=Ptprn PE=1 SV=2 Q60673 0,0372 0,0146 0,0256 1,29 

Neural cell adhesion molecule 2 OS=Mus musculus GN=Ncam2 PE=2 SV=1 O35136 0,0361 0,0156 0,0256 1,14 

Mitochondrial import receptor subunit TOM22 homolog OS=Mus musculus GN=Tomm22 PE=2 SV=3 Q9CPQ3 0,0271 0,0241 0,0256 0,10 

Glutamate receptor 2 OS=Mus musculus GN=Gria2 PE=1 SV=3 P23819 0,0189 0,0314 0,0253 -0,80 

14-3-3 protein eta OS=Mus musculus GN=Ywhah PE=1 SV=2 P68510 0,0244 0,0251 0,0248 -0,10 

Probable phospholipid-transporting ATPase IA OS=Mus musculus GN=Atp8a1 PE=1 SV=1 P70704 0,0232 0,0261 0,0247 -0,23 

Cell adhesion molecule 2 OS=Mus musculus GN=Cadm2 PE=1 SV=2 Q8BLQ9 0,0271 0,0222 0,0246 0,22 

Protein NDRG4 OS=Mus musculus GN=Ndrg4 PE=1 SV=1 Q8BTG7 0,0374 0,0120 0,0244 1,58 

Hepatocyte cell adhesion molecule OS=Mus musculus GN=Hepacam PE=1 SV=2 Q640R3 0,0288 0,0202 0,0244 0,45 

Catenin alpha-1 OS=Mus musculus GN=Ctnna1 PE=1 SV=1 P26231 0,0198 0,0287 0,0244 -0,60 

Mesoderm-specific transcript protein OS=Mus musculus GN=Mest PE=2 SV=1 Q07646 0,0304 0,0186 0,0243 0,64 

Monocarboxylate transporter 1 OS=Mus musculus GN=Slc16a1 PE=1 SV=1 P53986 0,0297 0,0192 0,0243 0,57 

Protocadherin-19 OS=Mus musculus GN=Pcdh19 PE=2 SV=3 Q80TF3 0,0270 0,0217 0,0243 0,24 



Syntaxin-binding protein 5-like OS=Mus musculus GN=Stxbp5l PE=2 SV=1 Q5DQR4 0,0222 0,0262 0,0242 -0,31 

Ras-related protein Rab-5B OS=Mus musculus GN=Rab5b PE=1 SV=1 P61021 0,0264 0,0220 0,0242 0,19 

Integral membrane protein 2C OS=Mus musculus GN=Itm2c PE=2 SV=2 Q91VK4 0,0182 0,0298 0,0241 -0,78 

Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Mus musculus GN=Ppp2r1a PE=1 SV=3 Q76MZ3 0,0252 0,0228 0,0240 0,08 

Protein NDRG2 OS=Mus musculus GN=Ndrg2 PE=1 SV=1 Q9QYG0 0,0239 0,0240 0,0239 -0,07 

Protein QIL1 OS=Mus musculus GN=Qil1 PE=2 SV=1 Q8R404 0,0224 0,0253 0,0239 -0,24 

Ankyrin repeat and sterile alpha motif domain-containing protein 1B OS=Mus musculus GN=Anks1b PE=1 SV=3 Q8BIZ1 0,0269 0,0209 0,0239 0,30 

Cofilin-1 OS=Mus musculus GN=Cfl1 PE=1 SV=3 P18760 0,0261 0,0216 0,0238 0,21 

Potassium voltage-gated channel subfamily A member 4 OS=Mus musculus GN=Kcna4 PE=1 SV=2 Q61423 0,0170 0,0302 0,0237 -0,90 

CD99 antigen-like protein 2 OS=Mus musculus GN=Cd99l2 PE=1 SV=1 Q8BIF0 0,0328 0,0148 0,0236 1,08 

GTP-binding nuclear protein Ran OS=Mus musculus GN=Ran PE=1 SV=3 P62827 0,0197 0,0272 0,0235 -0,53 

Potassium voltage-gated channel subfamily C member 1 OS=Mus musculus GN=Kcnc1 PE=2 SV=1 P15388 0,0407 0,0065 0,0232 2,58 

Syntaxin-binding protein 1 OS=Mus musculus GN=Stxbp1 PE=1 SV=2 O08599 0,0289 0,0176 0,0231 0,65 

Tyrosine-protein kinase Fyn OS=Mus musculus GN=Fyn PE=1 SV=4 P39688 0,0217 0,0240 0,0229 -0,21 

Protein NDRG3 OS=Mus musculus GN=Ndrg3 PE=1 SV=1 Q9QYF9 0,0238 0,0215 0,0226 0,08 

Calpain-5 OS=Mus musculus GN=Capn5 PE=2 SV=1 O08688 0,0170 0,0279 0,0225 -0,78 

Ras-related protein Rab-1A OS=Mus musculus GN=Rab1A PE=1 SV=3 P62821 0,0235 0,0215 0,0225 0,06 

Ras-related C3 botulinum toxin substrate 3 OS=Mus musculus GN=Rac3 PE=1 SV=1 P60764 0,0225 0,0219 0,0222 -0,02 

Protein THEM6 OS=Mus musculus GN=Them6 PE=2 SV=1 Q80ZW2 0,0221 0,0221 0,0221 -0,07 

Receptor-type tyrosine-protein phosphatase N2 OS=Mus musculus GN=Ptprn2 PE=1 SV=2 P80560 0,0286 0,0159 0,0221 0,78 

L-lactate dehydrogenase B chain OS=Mus musculus GN=Ldhb PE=1 SV=2 P16125 0,0329 0,0113 0,0218 1,47 

F-actin-capping protein subunit alpha-2 OS=Mus musculus GN=Capza2 PE=1 SV=3 P47754 0,0196 0,0239 0,0218 -0,36 

cGMP-dependent 3',5'-cyclic phosphodiesterase OS=Mus musculus GN=Pde2a PE=1 SV=3 Q922S4 0,0145 0,0287 0,0218 -1,05 

Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform OS=Mus musculus GN=Ppp2ca PE=1 SV=1 P63330 0,0267 0,0171 0,0218 0,58 

Thioredoxin-related transmembrane protein 2 OS=Mus musculus GN=Tmx2 PE=2 SV=1 Q9D710 0,0227 0,0208 0,0217 0,06 

Elongation factor 1-gamma OS=Mus musculus GN=Eef1g PE=1 SV=3 Q9D8N0 0,0256 0,0179 0,0217 0,45 

Catenin alpha-2 OS=Mus musculus GN=Ctnna2 PE=1 SV=3 Q61301 0,0239 0,0195 0,0216 0,22 

Alpha/beta hydrolase domain-containing protein 17B OS=Mus musculus GN=Abhd17b PE=2 SV=1 Q7M759 0,0243 0,0189 0,0215 0,29 

Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial OS=Mus musculus GN=Sdha PE=1 SV=1 Q8K2B3 0,0226 0,0204 0,0215 0,09 

Keratin, type I cuticular Ha1 OS=Mus musculus GN=Krt31 PE=2 SV=2 Q61765 0,0120 0,0305 0,0214 -1,42 

Neural cell adhesion molecule 1 OS=Mus musculus GN=Ncam1 PE=1 SV=3 P13595 0,0263 0,0167 0,0214 0,59 

Septin-5 OS=Mus musculus GN=Sept5 PE=1 SV=2 Q9Z2Q6 0,0162 0,0264 0,0214 -0,77 

Metabotropic glutamate receptor 2 OS=Mus musculus GN=Grm2 PE=1 SV=2 Q14BI2 0,0087 0,0334 0,0213 -2,01 

Tubulin polymerization-promoting protein OS=Mus musculus GN=Tppp PE=1 SV=1 Q7TQD2 0,0222 0,0205 0,0213 0,05 

NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial OS=Mus musculus GN=Ndufa9 PE=1 SV=2 Q9DC69 0,0204 0,0221 0,0213 -0,18 

Tyrosine-protein phosphatase non-receptor type substrate 1 OS=Mus musculus GN=Sirpa PE=1 SV=1 P97797 0,0227 0,0197 0,0212 0,14 

Dynein light chain 1, cytoplasmic OS=Mus musculus GN=Dynll1 PE=1 SV=1 P63168 0,0220 0,0201 0,0211 0,07 

T-cell immunomodulatory protein OS=Mus musculus GN=Itfg1 PE=2 SV=2 Q99KW9 0,0222 0,0198 0,0209 0,10 

Neuroligin-2 OS=Mus musculus GN=Nlgn2 PE=1 SV=2 Q69ZK9 0,0243 0,0177 0,0209 0,38 

Kinesin-like protein KIF3B OS=Mus musculus GN=Kif3b PE=1 SV=1 Q61771 0,0234 0,0184 0,0209 0,28 

Pyruvate dehydrogenase E1 component subunit beta, mitochondrial OS=Mus musculus GN=Pdhb PE=1 SV=1 Q9D051 0,0187 0,0228 0,0208 -0,35 

Proline-rich transmembrane protein 1 OS=Mus musculus GN=Prrt1 PE=1 SV=1 O35449 0,0179 0,0232 0,0206 -0,44 

Protein KIAA1045 OS=Mus musculus GN=Kiaa1045 PE=2 SV=2 Q80TL4 0,0192 0,0220 0,0206 -0,26 

Guanine nucleotide-binding protein G(olf) subunit alpha OS=Mus musculus GN=Gnal PE=1 SV=1 Q8CGK7 0,0321 0,0095 0,0205 1,68 

Cell death-inducing p53-target protein 1 OS=Mus musculus GN=Cdip1 PE=2 SV=1 Q9DB75 0,0210 0,0200 0,0205 0,00 

Serine/threonine-protein phosphatase 2B catalytic subunit gamma isoform OS=Mus musculus GN=Ppp3cc PE=2 SV=1 P48455 0,0177 0,0229 0,0204 -0,44 

Keratin, type II cytoskeletal 72 OS=Mus musculus GN=Krt72 PE=3 SV=1 Q6IME9 0,0180 0,0226 0,0204 -0,39 

Keratin, type I cuticular Ha3-I OS=Mus musculus GN=Krt33a PE=2 SV=1 Q8K0Y2 0,0086 0,0315 0,0203 -1,94 

Disks large homolog 4 OS=Mus musculus GN=Dlg4 PE=1 SV=1 Q62108 0,0207 0,0197 0,0202 0,01 

T-complex protein 1 subunit eta OS=Mus musculus GN=Cct7 PE=1 SV=1 P80313 0,0210 0,0194 0,0201 0,05 

L-lactate dehydrogenase A chain OS=Mus musculus GN=Ldha PE=1 SV=3 P06151 0,0261 0,0143 0,0200 0,80 

Gamma-soluble NSF attachment protein OS=Mus musculus GN=Napg PE=1 SV=1 Q9CWZ7 0,0209 0,0186 0,0197 0,10 

Uncharacterized protein C2orf47 homolog, mitochondrial OS=Mus musculus PE=2 SV=1 Q8BHE8 0,0144 0,0247 0,0197 -0,84 

CD81 antigen OS=Mus musculus GN=Cd81 PE=1 SV=2 P35762 0,0273 0,0120 0,0195 1,12 

Long-chain fatty acid transport protein 4 OS=Mus musculus GN=Slc27a4 PE=1 SV=1 Q91VE0 0,0138 0,0249 0,0195 -0,92 

Syntaxin-16 OS=Mus musculus GN=Stx16 PE=1 SV=3 Q8BVI5 0,0209 0,0179 0,0194 0,16 

Uncharacterized membrane protein C1orf95 homolog OS=Mus musculus PE=2 SV=1 Q0VBF8 0,0105 0,0278 0,0193 -1,48 

Neuropeptide Y receptor type 2 OS=Mus musculus GN=Npy2r PE=2 SV=2 P97295 0,0122 0,0259 0,0192 -1,15 

PEX5-related protein OS=Mus musculus GN=Pex5l PE=1 SV=2 Q8C437 0,0247 0,0139 0,0192 0,76 

Calcium-binding mitochondrial carrier protein SCaMC-3 OS=Mus musculus GN=Slc25a23 PE=2 SV=1 Q6GQS1 0,0135 0,0241 0,0190 -0,90 

Potassium channel subfamily K member 1 OS=Mus musculus GN=Kcnk1 PE=2 SV=2 O08581 0,0266 0,0116 0,0189 1,14 

Guanine nucleotide-binding protein subunit alpha-11 OS=Mus musculus GN=Gna11 PE=1 SV=1 P21278 0,0173 0,0204 0,0189 -0,30 

Histone H3.2 OS=Mus musculus GN=Hist1h3b PE=1 SV=2 P84228 0,0264 0,0116 0,0188 1,12 

Dehydrogenase/reductase SDR family member 1 OS=Mus musculus GN=Dhrs1 PE=2 SV=1 Q99L04 0,0287 0,0092 0,0188 1,57 

Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas OS=Mus musculus GN=Gnas PE=2 SV=1 Q6R0H7 0,0185 0,0189 0,0187 -0,10 

Ras-related protein Rab-33A OS=Mus musculus GN=Rab33a PE=2 SV=1 P97950 0,0168 0,0204 0,0186 -0,34 

XK-related protein 4 OS=Mus musculus GN=Xkr4 PE=1 SV=1 Q5GH67 0,0204 0,0169 0,0186 0,21 

Calcium-activated potassium channel subunit alpha-1 OS=Mus musculus GN=Kcnma1 PE=1 SV=2 Q08460 0,0118 0,0248 0,0185 -1,13 

Protein kinase C epsilon type OS=Mus musculus GN=Prkce PE=1 SV=1 P16054 0,0151 0,0216 0,0184 -0,59 

Alpha/beta hydrolase domain-containing protein 17A OS=Mus musculus GN=Abhd17a PE=2 SV=1 Q99JW1 0,0164 0,0202 0,0184 -0,37 

Synaptotagmin-2 OS=Mus musculus GN=Syt2 PE=1 SV=1 P46097 0,0316 0,0054 0,0182 2,47 

Fatty aldehyde dehydrogenase OS=Mus musculus GN=Aldh3a2 PE=2 SV=2 P47740 0,0206 0,0159 0,0182 0,31 

Glycerol-3-phosphate dehydrogenase, mitochondrial OS=Mus musculus GN=Gpd2 PE=1 SV=2 Q64521 0,0201 0,0163 0,0182 0,23 

Ras-related protein Rab-35 OS=Mus musculus GN=Rab35 PE=1 SV=1 Q6PHN9 0,0176 0,0186 0,0181 -0,15 

Endoplasmic reticulum resident protein 44 OS=Mus musculus GN=Erp44 PE=1 SV=1 Q9D1Q6 0,0315 0,0053 0,0181 2,50 

Protein kinase C alpha type OS=Mus musculus GN=Prkca PE=1 SV=3 P20444 0,0179 0,0183 0,0181 -0,09 



Retinol dehydrogenase 14 OS=Mus musculus GN=Rdh14 PE=2 SV=1 Q9ERI6 0,0174 0,0188 0,0181 -0,18 

Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-2 OS=Mus musculus GN=Gng2 PE=2 SV=2 P63213 0,0192 0,0170 0,0181 0,11 

Glutamate receptor 1 OS=Mus musculus GN=Gria1 PE=1 SV=1 P23818 0,0130 0,0226 0,0179 -0,87 

Copine-6 OS=Mus musculus GN=Cpne6 PE=2 SV=1 Q9Z140 0,0170 0,0186 0,0179 -0,20 

Ras-related protein Rab-9B OS=Mus musculus GN=Rab9b PE=2 SV=1 Q8BHH2 0,0163 0,0193 0,0178 -0,30 

40S ribosomal protein S2 OS=Mus musculus GN=Rps2 PE=2 SV=3 P25444 0,0228 0,0130 0,0178 0,74 

Potassium voltage-gated channel subfamily C member 3 OS=Mus musculus GN=Kcnc3 PE=1 SV=2 Q63959 0,0243 0,0114 0,0177 1,03 

Receptor-type tyrosine-protein phosphatase alpha OS=Mus musculus GN=Ptpra PE=1 SV=3 P18052 0,0187 0,0167 0,0177 0,10 

Syntaxin-12 OS=Mus musculus GN=Stx12 PE=1 SV=1 Q9ER00 0,0218 0,0137 0,0177 0,60 

Secretory carrier-associated membrane protein 1 OS=Mus musculus GN=Scamp1 PE=1 SV=1 Q8K021 0,0181 0,0171 0,0176 0,02 

Phosphatidylinositide phosphatase SAC1 OS=Mus musculus GN=Sacm1l PE=2 SV=1 Q9EP69 0,0195 0,0157 0,0176 0,24 

NACHT and WD repeat domain-containing protein 1 OS=Mus musculus GN=Nwd1 PE=2 SV=2 A6H603 0,0165 0,0186 0,0176 -0,24 

Ubiquitin thioesterase OTUB1 OS=Mus musculus GN=Otub1 PE=1 SV=2 Q7TQI3 0,0182 0,0170 0,0176 0,04 

NT-3 growth factor receptor OS=Mus musculus GN=Ntrk3 PE=1 SV=1 Q6VNS1 0,0166 0,0185 0,0176 -0,23 

Ras-related protein Rab-2A OS=Mus musculus GN=Rab2a PE=1 SV=1 P53994 0,0185 0,0165 0,0175 0,10 

Hexokinase-1 OS=Mus musculus GN=Hk1 PE=1 SV=3 P17710 0,0159 0,0189 0,0175 -0,31 

Guanine nucleotide-binding protein subunit alpha-13 OS=Mus musculus GN=Gna13 PE=1 SV=1 P27601 0,0201 0,0149 0,0175 0,37 

Ras-related protein Rab-31 OS=Mus musculus GN=Rab31 PE=1 SV=1 Q921E2 0,0224 0,0126 0,0174 0,76 

Probable G-protein coupled receptor 158 OS=Mus musculus GN=Gpr158 PE=1 SV=2 Q8C419 0,0166 0,0182 0,0174 -0,20 

YjeF N-terminal domain-containing protein 3 OS=Mus musculus GN=Yjefn3 PE=2 SV=2 F6W8I0 0,0181 0,0165 0,0172 0,07 

Probable phospholipid-transporting ATPase VA OS=Mus musculus GN=Atp10a PE=2 SV=4 O54827 0,0155 0,0189 0,0172 -0,36 

GTPase NRas OS=Mus musculus GN=Nras PE=2 SV=1 P08556 0,0152 0,0191 0,0172 -0,39 

Plexin-A1 OS=Mus musculus GN=Plxna1 PE=1 SV=1 P70206 0,0117 0,0224 0,0172 -1,00 

Ephrin type-B receptor 2 OS=Mus musculus GN=Ephb2 PE=1 SV=2 P54763 0,0175 0,0167 0,0171 -0,01 

Transforming protein RhoA OS=Mus musculus GN=Rhoa PE=1 SV=1 Q9QUI0 0,0140 0,0199 0,0170 -0,57 

Receptor-type tyrosine-protein phosphatase epsilon OS=Mus musculus GN=Ptpre PE=1 SV=3 P49446 0,0229 0,0111 0,0168 0,98 

ADP-ribosylation factor 6 OS=Mus musculus GN=Arf6 PE=1 SV=2 P62331 0,0217 0,0120 0,0168 0,79 

Cholesterol 24-hydroxylase OS=Mus musculus GN=Cyp46a1 PE=2 SV=1 Q9WVK8 0,0173 0,0162 0,0167 0,03 

Fatty-acid amide hydrolase 1 OS=Mus musculus GN=Faah PE=2 SV=1 O08914 0,0156 0,0178 0,0167 -0,26 

Serine racemase OS=Mus musculus GN=Srr PE=1 SV=1 Q9QZX7 0,0147 0,0186 0,0167 -0,41 

Protein phosphatase 1H OS=Mus musculus GN=Ppm1h PE=1 SV=1 Q3UYC0 0,0179 0,0154 0,0166 0,15 

Gamma-aminobutyric acid type B receptor subunit 1 OS=Mus musculus GN=Gabbr1 PE=1 SV=1 Q9WV18 0,0199 0,0134 0,0165 0,50 

Isobutyryl-CoA dehydrogenase, mitochondrial OS=Mus musculus GN=Acad8 PE=1 SV=2 Q9D7B6 0,0161 0,0168 0,0165 -0,13 

Sodium channel subunit beta-1 OS=Mus musculus GN=Scn1b PE=2 SV=1 P97952 0,0186 0,0144 0,0165 0,30 

Keratin, type I cuticular Ha6 OS=Mus musculus GN=Krt36 PE=1 SV=1 B1AQ75 0,0174 0,0154 0,0164 0,11 

BMP/retinoic acid-inducible neural-specific protein 1 OS=Mus musculus GN=Brinp1 PE=2 SV=1 Q920P3 0,0131 0,0195 0,0164 -0,63 

Histone H3.1 OS=Mus musculus GN=Hist1h3a PE=1 SV=2 P68433 0,0224 0,0106 0,0163 1,01 

Ras-related protein Rap-2a OS=Mus musculus GN=Rap2a PE=1 SV=2 Q80ZJ1 0,0154 0,0172 0,0163 -0,23 

Keratin, type II cytoskeletal 1b OS=Mus musculus GN=Krt77 PE=1 SV=1 Q6IFZ6 0,0175 0,0151 0,0163 0,15 

Protein shisa-6 homolog OS=Mus musculus GN=Shisa6 PE=1 SV=1 Q3UH99 0,0156 0,0169 0,0163 -0,18 

Cytochrome b-c1 complex subunit Rieske, mitochondrial OS=Mus musculus GN=Uqcrfs1 PE=1 SV=1 Q9CR68 0,0164 0,0161 0,0163 -0,03 

GTP-binding protein Di-Ras1 OS=Mus musculus GN=Diras1 PE=2 SV=1 Q91Z61 0,0187 0,0136 0,0161 0,39 

Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial OS=Mus musculus GN=Sdhb PE=1 SV=1 Q9CQA3 0,0171 0,0150 0,0160 0,13 

Netrin receptor UNC5C OS=Mus musculus GN=Unc5c PE=1 SV=1 O08747 0,0162 0,0155 0,0159 -0,01 

Membrane protein MLC1 OS=Mus musculus GN=Mlc1 PE=2 SV=1 Q8VHK5 0,0186 0,0132 0,0158 0,42 

Clusterin OS=Mus musculus GN=Clu PE=1 SV=1 Q06890 0,0219 0,0100 0,0158 1,06 

Serine/threonine-protein kinase DCLK2 OS=Mus musculus GN=Dclk2 PE=1 SV=1 Q6PGN3 0,0166 0,0150 0,0158 0,09 

40S ribosomal protein S14 OS=Mus musculus GN=Rps14 PE=2 SV=3 P62264 0,0175 0,0141 0,0158 0,24 
Leucine-rich repeat and immunoglobulin-like domain-containing nogo receptor-interacting protein 1 OS=Mus musculus GN=Lingo1 PE=1 
SV=1 Q9D1T0 0,0113 0,0200 0,0158 -0,89 

Gamma-aminobutyric acid receptor subunit beta-3 OS=Mus musculus GN=Gabrb3 PE=2 SV=1 P63080 0,0134 0,0180 0,0157 -0,49 

Mitochondrial 2-oxoglutarate/malate carrier protein OS=Mus musculus GN=Slc25a11 PE=1 SV=3 Q9CR62 0,0157 0,0157 0,0157 -0,07 

Isocitrate dehydrogenase [NAD] subunit gamma 1, mitochondrial OS=Mus musculus GN=Idh3g PE=1 SV=1 P70404 0,0149 0,0164 0,0157 -0,20 

Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 OS=Mus musculus GN=Atp2a1 PE=2 SV=1 Q8R429 0,0185 0,0129 0,0156 0,45 

3-ketoacyl-CoA thiolase, mitochondrial OS=Mus musculus GN=Acaa2 PE=1 SV=3 Q8BWT1 0,0157 0,0156 0,0156 -0,05 

cAMP-dependent protein kinase catalytic subunit beta OS=Mus musculus GN=Prkacb PE=1 SV=2 P68181 0,0163 0,0150 0,0156 0,06 

NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial OS=Mus musculus GN=Ndufs1 PE=1 SV=2 Q91VD9 0,0208 0,0105 0,0156 0,91 

Aconitate hydratase, mitochondrial OS=Mus musculus GN=Aco2 PE=1 SV=1 Q99KI0 0,0166 0,0144 0,0155 0,14 

Very-long-chain enoyl-CoA reductase OS=Mus musculus GN=Tecr PE=2 SV=1 Q9CY27 0,0158 0,0151 0,0154 0,00 

Serine/threonine-protein phosphatase PP1-beta catalytic subunit OS=Mus musculus GN=Ppp1cb PE=1 SV=3 P62141 0,0174 0,0136 0,0154 0,29 

GTP-binding protein Rheb OS=Mus musculus GN=Rheb PE=1 SV=1 Q921J2 0,0181 0,0128 0,0154 0,44 

ADP-ribosylation factor-like protein 8A OS=Mus musculus GN=Arl8a PE=2 SV=1 Q8VEH3 0,0172 0,0135 0,0153 0,29 

Protocadherin-8 OS=Mus musculus GN=Pcdh8 PE=2 SV=1 Q7TSK3 0,0205 0,0102 0,0152 0,95 

Cell adhesion molecule 1 OS=Mus musculus GN=Cadm1 PE=1 SV=2 Q8R5M8 0,0199 0,0108 0,0152 0,82 

ATP-binding cassette sub-family A member 7 OS=Mus musculus GN=Abca7 PE=1 SV=1 Q91V24 0,0088 0,0211 0,0151 -1,33 

IQ motif and SEC7 domain-containing protein 1 OS=Mus musculus GN=Iqsec1 PE=1 SV=2 Q8R0S2 0,0176 0,0127 0,0151 0,40 

Protein FAM171A2 OS=Mus musculus GN=Fam171a2 PE=1 SV=1 A2A699 0,0179 0,0121 0,0149 0,50 

Serine/threonine-protein kinase DCLK1 OS=Mus musculus GN=Dclk1 PE=1 SV=1 Q9JLM8 0,0155 0,0141 0,0148 0,07 

Epimerase family protein SDR39U1 OS=Mus musculus GN=Sdr39u1 PE=2 SV=1 Q5M8N4 0,0116 0,0178 0,0148 -0,69 

E3 ubiquitin-protein ligase MGRN1 OS=Mus musculus GN=Mgrn1 PE=1 SV=2 Q9D074 0,0188 0,0109 0,0148 0,72 

Tumor protein p63-regulated gene 1-like protein OS=Mus musculus GN=Tprg1l PE=1 SV=1 Q9DBS2 0,0150 0,0144 0,0147 -0,01 

Saccharopine dehydrogenase-like oxidoreductase OS=Mus musculus GN=Sccpdh PE=2 SV=1 Q8R127 0,0170 0,0123 0,0146 0,40 

Attractin OS=Mus musculus GN=Atrn PE=2 SV=3 Q9WU60 0,0169 0,0122 0,0145 0,41 

Carnitine O-palmitoyltransferase 1, liver isoform OS=Mus musculus GN=Cpt1a PE=1 SV=4 P97742 0,0174 0,0117 0,0145 0,51 

Ras-related protein Rab-24 OS=Mus musculus GN=Rab24 PE=1 SV=2 P35290 0,0105 0,0181 0,0144 -0,86 

Protein phosphatase 1E OS=Mus musculus GN=Ppm1e PE=1 SV=2 Q80TL0 0,0170 0,0119 0,0144 0,44 



Potassium voltage-gated channel subfamily A member 3 OS=Mus musculus GN=Kcna3 PE=2 SV=3 P16390 0,0269 0,0024 0,0144 3,41 

Heat shock protein 105 kDa OS=Mus musculus GN=Hsph1 PE=1 SV=2 Q61699 0,0156 0,0131 0,0143 0,18 

GTPase HRas OS=Mus musculus GN=Hras1 PE=1 SV=2 Q61411 0,0140 0,0145 0,0143 -0,12 

Ras-related protein Rap-1b OS=Mus musculus GN=Rap1b PE=2 SV=2 Q99JI6 0,0168 0,0119 0,0143 0,44 

V-type proton ATPase subunit B, brain isoform OS=Mus musculus GN=Atp6v1b2 PE=1 SV=1 P62814 0,0155 0,0131 0,0143 0,18 

Gamma-aminobutyric acid receptor subunit beta-1 OS=Mus musculus GN=Gabrb1 PE=1 SV=1 P50571 0,0135 0,0149 0,0142 -0,21 

Complexin-2 OS=Mus musculus GN=Cplx2 PE=1 SV=1 P84086 0,0146 0,0137 0,0142 0,03 

Ganglioside-induced differentiation-associated protein 1-like 1 OS=Mus musculus GN=Gdap1l1 PE=2 SV=1 Q8VE33 0,0143 0,0139 0,0141 -0,02 

Armadillo repeat-containing protein 10 OS=Mus musculus GN=Armc10 PE=1 SV=1 Q9D0L7 0,0144 0,0138 0,0141 -0,01 

Gamma-aminobutyric acid receptor subunit gamma-2 OS=Mus musculus GN=Gabrg2 PE=1 SV=3 P22723 0,0143 0,0138 0,0141 -0,02 

Mitochondrial Rho GTPase 1 OS=Mus musculus GN=Rhot1 PE=2 SV=1 Q8BG51 0,0147 0,0134 0,0140 0,07 

40S ribosomal protein S3 OS=Mus musculus GN=Rps3 PE=1 SV=1 P62908 0,0162 0,0117 0,0139 0,40 

Inactive hydroxysteroid dehydrogenase-like protein 1 OS=Mus musculus GN=Hsdl1 PE=2 SV=1 Q8BTX9 0,0144 0,0134 0,0139 0,03 

ATP-binding cassette sub-family B member 7, mitochondrial OS=Mus musculus GN=Abcb7 PE=1 SV=3 Q61102 0,0137 0,0140 0,0138 -0,09 

BRI3-binding protein OS=Mus musculus GN=Bri3bp PE=2 SV=1 Q8BXV2 0,0159 0,0117 0,0138 0,38 

1-acyl-sn-glycerol-3-phosphate acyltransferase alpha OS=Mus musculus GN=Agpat1 PE=2 SV=1 O35083 0,0135 0,0139 0,0137 -0,12 

Leucine-rich repeat and fibronectin type III domain-containing protein 1 OS=Mus musculus GN=Lrfn1 PE=1 SV=1 Q2WF71 0,0153 0,0120 0,0136 0,28 

Stress-70 protein, mitochondrial OS=Mus musculus GN=Hspa9 PE=1 SV=3 P38647 0,0160 0,0112 0,0136 0,45 

Ephrin type-B receptor 1 OS=Mus musculus GN=Ephb1 PE=1 SV=1 Q8CBF3 0,0127 0,0144 0,0136 -0,24 

Phospholipase D3 OS=Mus musculus GN=Pld3 PE=2 SV=1 O35405 0,0159 0,0113 0,0136 0,43 

Hippocalcin-like protein 1 OS=Mus musculus GN=Hpcal1 PE=2 SV=2 P62748 0,0101 0,0167 0,0135 -0,80 

Plexin-C1 OS=Mus musculus GN=Plxnc1 PE=1 SV=1 Q9QZC2 0,0144 0,0125 0,0134 0,15 

Complement C1q-like protein 3 OS=Mus musculus GN=C1ql3 PE=1 SV=1 Q9ESN4 0,0088 0,0178 0,0134 -1,09 

Cytochrome c oxidase subunit 4 isoform 1, mitochondrial OS=Mus musculus GN=Cox4i1 PE=1 SV=2 P19783 0,0136 0,0130 0,0133 -0,01 

ADP-ribosylation factor-like protein 1 OS=Mus musculus GN=Arl1 PE=2 SV=1 P61211 0,0177 0,0091 0,0133 0,90 

Mitochondrial pyruvate carrier 2 OS=Mus musculus GN=Mpc2 PE=1 SV=1 Q9D023 0,0128 0,0138 0,0133 -0,17 

Trimeric intracellular cation channel type A OS=Mus musculus GN=Tmem38a PE=1 SV=2 Q3TMP8 0,0138 0,0128 0,0133 0,04 

Synaptojanin-1 OS=Mus musculus GN=Synj1 PE=1 SV=3 Q8CHC4 0,0145 0,0120 0,0132 0,21 

Active breakpoint cluster region-related protein OS=Mus musculus GN=Abr PE=1 SV=1 Q5SSL4 0,0135 0,0129 0,0132 -0,01 

Phosphatidylinositol 5-phosphate 4-kinase type-2 beta OS=Mus musculus GN=Pip4k2b PE=1 SV=1 Q80XI4 0,0149 0,0115 0,0132 0,30 

Neurofascin OS=Mus musculus GN=Nfasc PE=1 SV=1 Q810U3 0,0149 0,0115 0,0132 0,31 

MAGUK p55 subfamily member 2 OS=Mus musculus GN=Mpp2 PE=1 SV=1 Q9WV34 0,0132 0,0131 0,0132 -0,06 

Peroxiredoxin-1 OS=Mus musculus GN=Prdx1 PE=1 SV=1 P35700 0,0165 0,0096 0,0130 0,72 

Tetraspanin-7 OS=Mus musculus GN=Tspan7 PE=2 SV=2 Q62283 0,0144 0,0115 0,0130 0,26 

ATP-sensitive inward rectifier potassium channel 10 OS=Mus musculus GN=Kcnj10 PE=1 SV=1 Q9JM63 0,0169 0,0090 0,0129 0,84 

Immunity-related GTPase family M protein 1 OS=Mus musculus GN=Irgm1 PE=1 SV=1 Q60766 0,0219 0,0042 0,0129 2,31 

Cell adhesion molecule 3 OS=Mus musculus GN=Cadm3 PE=1 SV=1 Q99N28 0,0163 0,0095 0,0128 0,72 

Destrin OS=Mus musculus GN=Dstn PE=1 SV=3 Q9R0P5 0,0134 0,0122 0,0128 0,07 

Mitochondrial glutamate carrier 2 OS=Mus musculus GN=Slc25a18 PE=2 SV=4 Q9DB41 0,0129 0,0125 0,0127 -0,02 

C2 domain-containing protein 2-like OS=Mus musculus GN=C2cd2l PE=1 SV=3 Q80X80 0,0117 0,0134 0,0126 -0,27 

Zinc transporter 1 OS=Mus musculus GN=Slc30a1 PE=1 SV=1 Q60738 0,0107 0,0144 0,0126 -0,50 

Mitochondrial coenzyme A transporter SLC25A42 OS=Mus musculus GN=Slc25a42 PE=2 SV=1 Q8R0Y8 0,0123 0,0128 0,0126 -0,13 

Cytoplasmic FMR1-interacting protein 2 OS=Mus musculus GN=Cyfip2 PE=1 SV=2 Q5SQX6 0,0115 0,0136 0,0126 -0,31 

Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-3 OS=Mus musculus GN=Gnb3 PE=1 SV=2 Q61011 0,0104 0,0145 0,0125 -0,54 

Leukocyte surface antigen CD47 OS=Mus musculus GN=Cd47 PE=1 SV=2 Q61735 0,0161 0,0090 0,0125 0,77 

BMP/retinoic acid-inducible neural-specific protein 2 OS=Mus musculus GN=Brinp2 PE=2 SV=1 Q6DFY8 0,0127 0,0120 0,0124 0,01 

Beta-centractin OS=Mus musculus GN=Actr1b PE=1 SV=1 Q8R5C5 0,0110 0,0137 0,0124 -0,39 

Neuromodulin OS=Mus musculus GN=Gap43 PE=1 SV=1 P06837 0,0125 0,0122 0,0123 -0,04 

Ephrin type-A receptor 6 OS=Mus musculus GN=Epha6 PE=2 SV=2 Q62413 0,0131 0,0115 0,0123 0,11 

Regulator of G-protein signaling 7 OS=Mus musculus GN=Rgs7 PE=1 SV=2 O54829 0,0109 0,0136 0,0123 -0,39 

Contactin-associated protein-like 2 OS=Mus musculus GN=Cntnap2 PE=1 SV=2 Q9CPW0 0,0155 0,0091 0,0122 0,70 

PRA1 family protein 2 OS=Mus musculus GN=Praf2 PE=2 SV=1 Q9JIG8 0,0144 0,0101 0,0122 0,44 

Myosin-14 OS=Mus musculus GN=Myh14 PE=1 SV=1 Q6URW6 0,0173 0,0072 0,0122 1,19 

Microtubule-associated protein tau OS=Mus musculus GN=Mapt PE=1 SV=3 P10637 0,0083 0,0158 0,0121 -1,00 

Ephrin-B2 OS=Mus musculus GN=Efnb2 PE=1 SV=1 P52800 0,0145 0,0097 0,0121 0,51 

AP-2 complex subunit beta OS=Mus musculus GN=Ap2b1 PE=1 SV=1 Q9DBG3 0,0122 0,0119 0,0120 -0,03 

Ras-related protein Rab-8A OS=Mus musculus GN=Rab8a PE=1 SV=2 P55258 0,0132 0,0109 0,0120 0,21 

Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial OS=Mus musculus GN=Mccc1 PE=1 SV=2 Q99MR8 0,0151 0,0090 0,0120 0,67 

WD repeat-containing protein 7 OS=Mus musculus GN=Wdr7 PE=1 SV=3 Q920I9 0,0110 0,0129 0,0120 -0,29 

AP-2 complex subunit mu OS=Mus musculus GN=Ap2m1 PE=1 SV=1 P84091 0,0111 0,0125 0,0119 -0,24 

Dehydrogenase/reductase SDR family member 7 OS=Mus musculus GN=Dhrs7 PE=2 SV=2 Q9CXR1 0,0116 0,0120 0,0118 -0,11 

Uncharacterized aarF domain-containing protein kinase 1 OS=Mus musculus GN=Adck1 PE=2 SV=1 Q9D0L4 0,0130 0,0105 0,0117 0,24 

Gamma-aminobutyric acid receptor subunit beta-2 OS=Mus musculus GN=Gabrb2 PE=1 SV=2 P63137 0,0110 0,0124 0,0117 -0,24 

Transmembrane protein 106B OS=Mus musculus GN=Tmem106b PE=1 SV=1 Q80X71 0,0141 0,0093 0,0117 0,53 

Vesicle-associated membrane protein-associated protein B OS=Mus musculus GN=Vapb PE=2 SV=3 Q9QY76 0,0128 0,0106 0,0116 0,20 

Gamma-aminobutyric acid receptor subunit alpha-2 OS=Mus musculus GN=Gabra2 PE=1 SV=1 P26048 0,0113 0,0119 0,0116 -0,14 

Propionyl-CoA carboxylase alpha chain, mitochondrial OS=Mus musculus GN=Pcca PE=1 SV=2 Q91ZA3 0,0150 0,0083 0,0116 0,79 

Ephrin type-A receptor 5 OS=Mus musculus GN=Epha5 PE=1 SV=2 Q60629 0,0089 0,0141 0,0116 -0,73 

Syntaxin-binding protein 5 OS=Mus musculus GN=Stxbp5 PE=1 SV=3 Q8K400 0,0106 0,0125 0,0115 -0,31 

NAD-dependent protein deacetylase sirtuin-2 OS=Mus musculus GN=Sirt2 PE=1 SV=2 Q8VDQ8 0,0133 0,0099 0,0115 0,36 

Aspartyl/asparaginyl beta-hydroxylase OS=Mus musculus GN=Asph PE=2 SV=1 Q8BSY0 0,0170 0,0063 0,0115 1,36 

Vesicle-associated membrane protein-associated protein A OS=Mus musculus GN=Vapa PE=1 SV=2 Q9WV55 0,0115 0,0114 0,0114 -0,06 

Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-4 OS=Mus musculus GN=Gng4 PE=2 SV=1 P50153 0,0113 0,0115 0,0114 -0,10 

Netrin receptor UNC5A OS=Mus musculus GN=Unc5a PE=2 SV=1 Q8K1S4 0,0074 0,0151 0,0113 -1,10 

Apoptosis-inducing factor 1, mitochondrial OS=Mus musculus GN=Aifm1 PE=1 SV=1 Q9Z0X1 0,0118 0,0109 0,0113 0,05 

Sphingomyelin phosphodiesterase 3 OS=Mus musculus GN=Smpd3 PE=1 SV=1 Q9JJY3 0,0090 0,0135 0,0113 -0,65 



AP-2 complex subunit alpha-1 OS=Mus musculus GN=Ap2a1 PE=1 SV=1 P17426 0,0117 0,0109 0,0113 0,04 

Mitochondrial translocator assembly and maintenance protein 41 homolog OS=Mus musculus GN=Tamm41 PE=2 SV=2 Q3TUH1 0,0112 0,0113 0,0112 -0,08 

Protein arginine N-methyltransferase 8 OS=Mus musculus GN=Prmt8 PE=2 SV=2 Q6PAK3 0,0109 0,0115 0,0112 -0,14 

Type 1 phosphatidylinositol 4,5-bisphosphate 4-phosphatase OS=Mus musculus GN=Tmem55b PE=1 SV=1 Q3TWL2 0,0134 0,0091 0,0112 0,49 

Plexin-A2 OS=Mus musculus GN=Plxna2 PE=1 SV=2 P70207 0,0085 0,0137 0,0111 -0,76 

Protein disulfide-isomerase TMX3 OS=Mus musculus GN=Tmx3 PE=1 SV=2 Q8BXZ1 0,0121 0,0102 0,0111 0,18 

Vesicular glutamate transporter 3 OS=Mus musculus GN=Slc17a8 PE=2 SV=1 Q8BFU8 0,0119 0,0103 0,0111 0,14 

60S ribosomal protein L27a OS=Mus musculus GN=Rpl27a PE=2 SV=5 P14115 0,0102 0,0118 0,0110 -0,27 

Activin receptor type-1B OS=Mus musculus GN=Acvr1b PE=1 SV=1 Q61271 0,0068 0,0151 0,0110 -1,21 

Protein FAM210A OS=Mus musculus GN=Fam210a PE=2 SV=1 Q8BGY7 0,0104 0,0116 0,0110 -0,23 

Potassium voltage-gated channel subfamily KQT member 2 OS=Mus musculus GN=Kcnq2 PE=1 SV=1 Q9Z351 0,0108 0,0112 0,0110 -0,13 

Protocadherin gamma-A4 OS=Mus musculus GN=Pcdhga4 PE=2 SV=1 Q91XY4 0,0113 0,0107 0,0110 0,02 

Thioredoxin-related transmembrane protein 4 OS=Mus musculus GN=Tmx4 PE=2 SV=2 Q8C0L0 0,0122 0,0098 0,0109 0,25 

DnaJ homolog subfamily A member 1 OS=Mus musculus GN=Dnaja1 PE=1 SV=1 P63037 0,0114 0,0104 0,0109 0,07 

cAMP-dependent protein kinase catalytic subunit alpha OS=Mus musculus GN=Prkaca PE=1 SV=3 P05132 0,0161 0,0060 0,0109 1,36 

Elongation factor 1-alpha 2 OS=Mus musculus GN=Eef1a2 PE=1 SV=1 P62631 0,0109 0,0108 0,0108 -0,04 

60S ribosomal protein L9 OS=Mus musculus GN=Rpl9 PE=2 SV=2 P51410 0,0116 0,0100 0,0108 0,16 

Creatine kinase U-type, mitochondrial OS=Mus musculus GN=Ckmt1 PE=1 SV=1 P30275 0,0137 0,0079 0,0107 0,72 

Neurexin-1 OS=Mus musculus GN=Nrxn1 PE=1 SV=3 Q9CS84 0,0112 0,0102 0,0107 0,07 

Zinc transporter ZIP10 OS=Mus musculus GN=Slc39a10 PE=1 SV=1 Q6P5F6 0,0099 0,0114 0,0107 -0,27 

BDNF/NT-3 growth factors receptor OS=Mus musculus GN=Ntrk2 PE=1 SV=1 P15209 0,0126 0,0088 0,0107 0,45 

Vesicle-trafficking protein SEC22b OS=Mus musculus GN=Sec22b PE=1 SV=3 O08547 0,0121 0,0093 0,0107 0,31 

TOM1-like protein 2 OS=Mus musculus GN=Tom1l2 PE=2 SV=1 Q5SRX1 0,0110 0,0103 0,0106 0,03 

Dynein light chain 2, cytoplasmic OS=Mus musculus GN=Dynll2 PE=1 SV=1 Q9D0M5 0,0126 0,0087 0,0106 0,47 

Cadherin-2 OS=Mus musculus GN=Cdh2 PE=1 SV=2 P15116 0,0128 0,0084 0,0105 0,54 

Ras-related C3 botulinum toxin substrate 2 OS=Mus musculus GN=Rac2 PE=2 SV=1 Q05144 0,0143 0,0069 0,0105 0,98 

S-phase kinase-associated protein 1 OS=Mus musculus GN=Skp1 PE=1 SV=3 Q9WTX5 0,0129 0,0082 0,0105 0,58 

Glycogen synthase kinase-3 beta OS=Mus musculus GN=Gsk3b PE=1 SV=2 Q9WV60 0,0115 0,0095 0,0105 0,21 

Dual specificity mitogen-activated protein kinase kinase 1 OS=Mus musculus GN=Map2k1 PE=1 SV=2 P31938 0,0100 0,0108 0,0104 -0,19 

Puromycin-sensitive aminopeptidase OS=Mus musculus GN=Npepps PE=1 SV=2 Q11011 0,0135 0,0074 0,0104 0,80 

Septin-2 OS=Mus musculus GN=Sept2 PE=1 SV=2 P42208 0,0116 0,0093 0,0104 0,25 

Neuronal pentraxin receptor OS=Mus musculus GN=Nptxr PE=1 SV=1 Q99J85 0,0097 0,0110 0,0104 -0,24 

Ubiquitin carboxyl-terminal hydrolase 5 OS=Mus musculus GN=Usp5 PE=1 SV=1 P56399 0,0108 0,0100 0,0104 0,04 

Ras-related protein Rab-27B OS=Mus musculus GN=Rab27b PE=1 SV=3 Q99P58 0,0140 0,0069 0,0104 0,96 

Protein tweety homolog 3 OS=Mus musculus GN=Ttyh3 PE=1 SV=1 Q6P5F7 0,0121 0,0087 0,0103 0,40 

Copine-4 OS=Mus musculus GN=Cpne4 PE=1 SV=1 Q8BLR2 0,0076 0,0127 0,0102 -0,81 

Ras-related protein Rab-33B OS=Mus musculus GN=Rab33b PE=1 SV=1 O35963 0,0102 0,0102 0,0102 -0,07 

ATPase family AAA domain-containing protein 3 OS=Mus musculus GN=Atad3 PE=1 SV=1 Q925I1 0,0107 0,0096 0,0101 0,08 

Keratin, type I cytoskeletal 18 OS=Mus musculus GN=Krt18 PE=1 SV=5 P05784 0,0151 0,0054 0,0101 1,43 

Disintegrin and metalloproteinase domain-containing protein 11 OS=Mus musculus GN=Adam11 PE=1 SV=2 Q9R1V4 0,0101 0,0101 0,0101 -0,07 

Mitofusin-2 OS=Mus musculus GN=Mfn2 PE=1 SV=3 Q80U63 0,0094 0,0107 0,0100 -0,26 

Proton myo-inositol cotransporter OS=Mus musculus GN=Slc2a13 PE=2 SV=2 Q3UHK1 0,0124 0,0078 0,0100 0,60 

Importin subunit beta-1 OS=Mus musculus GN=Kpnb1 PE=1 SV=2 P70168 0,0096 0,0104 0,0100 -0,18 

Cell cycle control protein 50A OS=Mus musculus GN=Tmem30a PE=1 SV=1 Q8VEK0 0,0107 0,0093 0,0100 0,13 

Diacylglycerol kinase epsilon OS=Mus musculus GN=Dgke PE=2 SV=1 Q9R1C6 0,0094 0,0105 0,0100 -0,23 

ADP-ribosylation factor-like protein 10 OS=Mus musculus GN=Arl10 PE=2 SV=2 Q9QXJ4 0,0098 0,0101 0,0100 -0,11 

Myristoylated alanine-rich C-kinase substrate OS=Mus musculus GN=Marcks PE=1 SV=2 P26645 0,0116 0,0085 0,0100 0,38 

Palmitoyl-protein thioesterase 1 OS=Mus musculus GN=Ppt1 PE=2 SV=2 O88531 0,0117 0,0083 0,0100 0,43 

Adenylate cyclase type 1 OS=Mus musculus GN=Adcy1 PE=2 SV=2 O88444 0,0114 0,0084 0,0099 0,36 

Immunoglobulin superfamily containing leucine-rich repeat protein 2 OS=Mus musculus GN=Islr2 PE=1 SV=1 Q5RKR3 0,0031 0,0163 0,0099 -2,47 

Thioredoxin-dependent peroxide reductase, mitochondrial OS=Mus musculus GN=Prdx3 PE=1 SV=1 P20108 0,0111 0,0085 0,0098 0,32 

Peroxiredoxin-4 OS=Mus musculus GN=Prdx4 PE=1 SV=1 O08807 0,0118 0,0079 0,0098 0,51 

Catenin delta-2 OS=Mus musculus GN=Ctnnd2 PE=1 SV=1 O35927 0,0112 0,0084 0,0098 0,34 

Emerin OS=Mus musculus GN=Emd PE=1 SV=1 O08579 0,0102 0,0093 0,0098 0,07 

Glutamate dehydrogenase 1, mitochondrial OS=Mus musculus GN=Glud1 PE=1 SV=1 P26443 0,0108 0,0088 0,0098 0,23 

14-3-3 protein sigma OS=Mus musculus GN=Sfn PE=1 SV=2 O70456 0,0152 0,0045 0,0098 1,69 

Protein Dos OS=Mus musculus GN=Dos PE=1 SV=3 Q66L44 0,0097 0,0098 0,0097 -0,09 

Interleukin-1 receptor accessory protein OS=Mus musculus GN=Il1rap PE=1 SV=1 Q61730 0,0096 0,0098 0,0097 -0,09 

Keratin, type II cytoskeletal 2 oral OS=Mus musculus GN=Krt76 PE=2 SV=1 Q3UV17 0,0103 0,0092 0,0097 0,10 

LanC-like protein 1 OS=Mus musculus GN=Lancl1 PE=1 SV=1 O89112 0,0093 0,0100 0,0097 -0,16 

Profilin-2 OS=Mus musculus GN=Pfn2 PE=1 SV=3 Q9JJV2 0,0105 0,0089 0,0096 0,18 

CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase, mitochondrial OS=Mus musculus GN=Pgs1 PE=2 SV=1 Q8BHF7 0,0106 0,0087 0,0096 0,23 

DnaJ homolog subfamily A member 2 OS=Mus musculus GN=Dnaja2 PE=1 SV=1 Q9QYJ0 0,0096 0,0096 0,0096 -0,07 

F-actin-capping protein subunit beta OS=Mus musculus GN=Capzb PE=1 SV=3 P47757 0,0096 0,0097 0,0096 -0,08 

Microtubule-associated protein 6 OS=Mus musculus GN=Map6 PE=1 SV=2 Q7TSJ2 0,0102 0,0089 0,0095 0,14 

HCLS1-associated protein X-1 OS=Mus musculus GN=Hax1 PE=1 SV=1 O35387 0,0075 0,0115 0,0095 -0,69 

Metallo-beta-lactamase domain-containing protein 2 OS=Mus musculus GN=Mblac2 PE=2 SV=2 Q8BL86 0,0112 0,0079 0,0095 0,43 

Serine incorporator 1 OS=Mus musculus GN=Serinc1 PE=1 SV=1 Q9QZI8 0,0102 0,0088 0,0095 0,15 

Serine/threonine-protein phosphatase PP1-alpha catalytic subunit OS=Mus musculus GN=Ppp1ca PE=1 SV=1 P62137 0,0097 0,0093 0,0095 0,00 

Vesicular glutamate transporter 2 OS=Mus musculus GN=Slc17a6 PE=1 SV=1 Q8BLE7 0,0073 0,0116 0,0095 -0,73 

Dynamin-like 120 kDa protein, mitochondrial OS=Mus musculus GN=Opa1 PE=1 SV=1 P58281 0,0104 0,0086 0,0095 0,20 

Fumarylacetoacetate hydrolase domain-containing protein 2A OS=Mus musculus GN=Fahd2 PE=1 SV=1 Q3TC72 0,0085 0,0103 0,0094 -0,35 

Alpha/beta hydrolase domain-containing protein 17C OS=Mus musculus GN=Abhd17c PE=2 SV=2 Q8VCV1 0,0089 0,0098 0,0094 -0,21 

Gamma-aminobutyric acid receptor subunit alpha-1 OS=Mus musculus GN=Gabra1 PE=1 SV=1 P62812 0,0100 0,0088 0,0094 0,12 

3-mercaptopyruvate sulfurtransferase OS=Mus musculus GN=Mpst PE=1 SV=3 Q99J99 0,0081 0,0106 0,0094 -0,47 

Ras-related protein R-Ras2 OS=Mus musculus GN=Rras2 PE=1 SV=1 P62071 0,0092 0,0093 0,0093 -0,08 



Opalin OS=Mus musculus GN=Opalin PE=1 SV=1 Q7M750 0,0100 0,0085 0,0093 0,16 

MAGUK p55 subfamily member 6 OS=Mus musculus GN=Mpp6 PE=1 SV=1 Q9JLB0 0,0107 0,0079 0,0093 0,36 

Neuronal-specific septin-3 OS=Mus musculus GN=Sept3 PE=1 SV=2 Q9Z1S5 0,0048 0,0134 0,0092 -1,55 

60S ribosomal protein L14 OS=Mus musculus GN=Rpl14 PE=2 SV=3 Q9CR57 0,0078 0,0106 0,0092 -0,50 

Argininosuccinate synthase OS=Mus musculus GN=Ass1 PE=1 SV=1 P16460 0,0082 0,0102 0,0092 -0,37 

Actin-related protein 3 OS=Mus musculus GN=Actr3 PE=1 SV=3 Q99JY9 0,0116 0,0070 0,0092 0,67 

Guanine deaminase OS=Mus musculus GN=Gda PE=1 SV=1 Q9R111 0,0089 0,0095 0,0092 -0,17 

Ras-related protein Rab-6A OS=Mus musculus GN=Rab6a PE=1 SV=4 P35279 0,0101 0,0083 0,0092 0,21 

Endophilin-B2 OS=Mus musculus GN=Sh3glb2 PE=2 SV=2 Q8R3V5 0,0094 0,0089 0,0092 0,01 

Isocitrate dehydrogenase [NADP], mitochondrial OS=Mus musculus GN=Idh2 PE=1 SV=3 P54071 0,0091 0,0092 0,0091 -0,08 

H-2 class I histocompatibility antigen, D-B alpha chain OS=Mus musculus GN=H2-D1 PE=1 SV=2 P01899 0,0157 0,0028 0,0091 2,41 

Semaphorin-4A OS=Mus musculus GN=Sema4a PE=1 SV=2 Q62178 0,0098 0,0084 0,0091 0,16 

Metal transporter CNNM1 OS=Mus musculus GN=Cnnm1 PE=1 SV=5 Q0GA42 0,0133 0,0051 0,0091 1,33 

Ras-related protein Rab-12 OS=Mus musculus GN=Rab12 PE=1 SV=3 P35283 0,0090 0,0091 0,0091 -0,08 

Solute carrier family 2, facilitated glucose transporter member 1 OS=Mus musculus GN=Slc2a1 PE=1 SV=4 P17809 0,0083 0,0097 0,0090 -0,29 

Bardet-Biedl syndrome 7 protein homolog OS=Mus musculus GN=Bbs7 PE=1 SV=1 Q8K2G4 0,0056 0,0123 0,0090 -1,20 

V-type proton ATPase 116 kDa subunit a isoform 1 OS=Mus musculus GN=Atp6v0a1 PE=1 SV=3 Q9Z1G4 0,0120 0,0062 0,0090 0,89 

Putative tyrosine-protein phosphatase auxilin OS=Mus musculus GN=Dnajc6 PE=2 SV=2 Q80TZ3 0,0090 0,0090 0,0090 -0,07 

Tripeptidyl-peptidase 1 OS=Mus musculus GN=Tpp1 PE=1 SV=2 O89023 0,0084 0,0094 0,0089 -0,23 

Gamma-enolase OS=Mus musculus GN=Eno2 PE=1 SV=2 P17183 0,0112 0,0068 0,0089 0,66 

Phenylalanine--tRNA ligase alpha subunit OS=Mus musculus GN=Farsa PE=2 SV=1 Q8C0C7 0,0074 0,0102 0,0088 -0,52 

Aldehyde dehydrogenase, mitochondrial OS=Mus musculus GN=Aldh2 PE=1 SV=1 P47738 0,0087 0,0089 0,0088 -0,10 

Atlastin-1 OS=Mus musculus GN=Atl1 PE=1 SV=1 Q8BH66 0,0085 0,0091 0,0088 -0,15 

Neuropilin and tolloid-like protein 1 OS=Mus musculus GN=Neto1 PE=1 SV=2 Q8R4I7 0,0134 0,0044 0,0088 1,55 

Long-chain-fatty-acid--CoA ligase 4 OS=Mus musculus GN=Acsl4 PE=2 SV=2 Q9QUJ7 0,0104 0,0072 0,0088 0,48 

Mitochondrial import receptor subunit TOM20 homolog OS=Mus musculus GN=Tomm20 PE=1 SV=1 Q9DCC8 0,0088 0,0087 0,0088 -0,05 

Transmembrane 9 superfamily member 2 OS=Mus musculus GN=Tm9sf2 PE=2 SV=1 P58021 0,0094 0,0081 0,0087 0,15 

NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial OS=Mus musculus GN=Ndufs2 PE=1 SV=1 Q91WD5 0,0090 0,0083 0,0087 0,05 

NADH dehydrogenase [ubiquinone] iron-sulfur protein 3, mitochondrial OS=Mus musculus GN=Ndufs3 PE=1 SV=2 Q9DCT2 0,0099 0,0075 0,0087 0,32 

Quinone oxidoreductase-like protein 2 OS=Mus musculus PE=1 SV=1 Q3UNZ8 0,0102 0,0072 0,0087 0,44 

Cadherin-11 OS=Mus musculus GN=Cdh11 PE=1 SV=1 P55288 0,0096 0,0078 0,0087 0,23 

Prostaglandin E synthase 2 OS=Mus musculus GN=Ptges2 PE=1 SV=3 Q8BWM0 0,0091 0,0082 0,0087 0,09 

T-complex protein 1 subunit delta OS=Mus musculus GN=Cct4 PE=1 SV=3 P80315 0,0080 0,0092 0,0086 -0,27 

Roundabout homolog 1 OS=Mus musculus GN=Robo1 PE=1 SV=1 O89026 0,0074 0,0097 0,0086 -0,45 

Protein FAM189A1 OS=Mus musculus GN=Fam189a1 PE=2 SV=3 Q6A044 0,0041 0,0129 0,0086 -1,72 

F-box/LRR-repeat protein 16 OS=Mus musculus GN=Fbxl16 PE=2 SV=1 A2RT62 0,0075 0,0095 0,0086 -0,41 

Cyclin-dependent kinase 5 OS=Mus musculus GN=Cdk5 PE=1 SV=1 P49615 0,0083 0,0087 0,0085 -0,13 

Heterogeneous nuclear ribonucleoprotein K OS=Mus musculus GN=Hnrnpk PE=1 SV=1 P61979 0,0138 0,0034 0,0085 1,95 

Cytochrome b-c1 complex subunit 8 OS=Mus musculus GN=Uqcrq PE=1 SV=3 Q9CQ69 0,0068 0,0101 0,0085 -0,64 

Contactin-associated protein like 5-1 OS=Mus musculus GN=Cntnap5a PE=2 SV=1 Q0V8T9 0,0134 0,0037 0,0084 1,80 

CB1 cannabinoid receptor-interacting protein 1 OS=Mus musculus GN=Cnrip1 PE=1 SV=1 Q5M8N0 0,0079 0,0089 0,0084 -0,24 

Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B delta isoform OS=Mus musculus GN=Ppp2r2d PE=2 SV=1 Q925E7 0,0075 0,0093 0,0084 -0,39 

Protein disulfide-isomerase A3 OS=Mus musculus GN=Pdia3 PE=1 SV=2 P27773 0,0142 0,0028 0,0084 2,25 

Beta-actin-like protein 2 OS=Mus musculus GN=Actbl2 PE=1 SV=1 Q8BFZ3 0,0068 0,0099 0,0084 -0,61 

V-type proton ATPase subunit d 1 OS=Mus musculus GN=Atp6v0d1 PE=1 SV=2 P51863 0,0114 0,0055 0,0083 0,99 

Prolactin regulatory element-binding protein OS=Mus musculus GN=Preb PE=1 SV=1 Q9WUQ2 0,0089 0,0078 0,0083 0,12 

Calsyntenin-3 OS=Mus musculus GN=Clstn3 PE=1 SV=1 Q99JH7 0,0116 0,0052 0,0083 1,10 

Tumor necrosis factor receptor superfamily member 21 OS=Mus musculus GN=Tnfrsf21 PE=1 SV=2 Q9EPU5 0,0083 0,0083 0,0083 -0,08 

Peptidyl-prolyl cis-trans isomerase FKBP8 OS=Mus musculus GN=Fkbp8 PE=1 SV=2 O35465 0,0089 0,0077 0,0083 0,14 

Gamma-aminobutyric acid type B receptor subunit 2 OS=Mus musculus GN=Gabbr2 PE=1 SV=2 Q80T41 0,0102 0,0063 0,0082 0,62 

Cadherin-9 OS=Mus musculus GN=Cdh9 PE=2 SV=2 P70407 0,0099 0,0066 0,0082 0,51 

Sodium-coupled neutral amino acid transporter 1 OS=Mus musculus GN=Slc38a1 PE=1 SV=1 Q8K2P7 0,0115 0,0050 0,0082 1,13 

Phosphatidylinositol 4-kinase type 2-alpha OS=Mus musculus GN=Pi4k2a PE=1 SV=1 Q2TBE6 0,0098 0,0067 0,0082 0,49 

Diacylglycerol kinase beta OS=Mus musculus GN=Dgkb PE=2 SV=2 Q6NS52 0,0066 0,0096 0,0082 -0,60 

Rootletin OS=Mus musculus GN=Crocc PE=1 SV=2 Q8CJ40 0,0091 0,0072 0,0081 0,28 

Catechol O-methyltransferase domain-containing protein 1 OS=Mus musculus GN=Comtd1 PE=2 SV=1 Q8BIG7 0,0075 0,0087 0,0081 -0,29 

Uncharacterized protein KIAA0513 OS=Mus musculus GN=Kiaa0513 PE=2 SV=1 Q8R0A7 0,0114 0,0049 0,0081 1,14 

Sulfide:quinone oxidoreductase, mitochondrial OS=Mus musculus GN=Sqrdl PE=1 SV=3 Q9R112 0,0088 0,0074 0,0081 0,19 

Reticulon-4 OS=Mus musculus GN=Rtn4 PE=1 SV=2 Q99P72 0,0107 0,0055 0,0081 0,89 

Electron transfer flavoprotein subunit beta OS=Mus musculus GN=Etfb PE=1 SV=3 Q9DCW4 0,0083 0,0077 0,0080 0,04 

ADP/ATP translocase 4 OS=Mus musculus GN=Slc25a31 PE=2 SV=1 Q3V132 0,0081 0,0078 0,0080 -0,01 

Succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial OS=Mus musculus GN=Suclg2 PE=1 SV=3 Q9Z2I8 0,0099 0,0061 0,0080 0,63 

Myelin-associated glycoprotein OS=Mus musculus GN=Mag PE=1 SV=2 P20917 0,0088 0,0072 0,0080 0,23 

Tissue factor OS=Mus musculus GN=F3 PE=1 SV=2 P20352 0,0090 0,0068 0,0079 0,34 

Calcium/calmodulin-dependent protein kinase type II subunit gamma OS=Mus musculus GN=Camk2g PE=1 SV=1 Q923T9 0,0092 0,0066 0,0079 0,42 

T-complex protein 1 subunit alpha OS=Mus musculus GN=Tcp1 PE=1 SV=3 P11983 0,0083 0,0074 0,0078 0,11 

Large neutral amino acids transporter small subunit 1 OS=Mus musculus GN=Slc7a5 PE=1 SV=2 Q9Z127 0,0089 0,0068 0,0078 0,33 

Amyloid beta A4 protein OS=Mus musculus GN=App PE=1 SV=3 P12023 0,0087 0,0071 0,0078 0,23 

Monoacylglycerol lipase ABHD12 OS=Mus musculus GN=Abhd12 PE=1 SV=2 Q99LR1 0,0077 0,0079 0,0078 -0,11 

AFG3-like protein 2 OS=Mus musculus GN=Afg3l2 PE=1 SV=1 Q8JZQ2 0,0079 0,0077 0,0078 -0,04 

Cytosolic acyl coenzyme A thioester hydrolase OS=Mus musculus GN=Acot7 PE=1 SV=2 Q91V12 0,0082 0,0074 0,0078 0,08 

Sodium/hydrogen exchanger 1 OS=Mus musculus GN=Slc9a1 PE=1 SV=1 Q61165 0,0066 0,0090 0,0078 -0,52 

Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Mus musculus GN=Camk2d PE=1 SV=1 Q6PHZ2 0,0094 0,0062 0,0078 0,54 

Syntaxin-7 OS=Mus musculus GN=Stx7 PE=1 SV=3 O70439 0,0096 0,0060 0,0078 0,60 

Vascular endothelial growth factor receptor 2 OS=Mus musculus GN=Kdr PE=1 SV=1 P35918 0,0033 0,0120 0,0077 -1,93 

Receptor-type tyrosine-protein phosphatase R OS=Mus musculus GN=Ptprr PE=1 SV=1 Q62132 0,0085 0,0070 0,0077 0,23 



Sarcoplasmic/endoplasmic reticulum calcium ATPase 3 OS=Mus musculus GN=Atp2a3 PE=2 SV=3 Q64518 0,0086 0,0069 0,0077 0,26 

Probable G-protein coupled receptor 162 OS=Mus musculus GN=Gpr162 PE=2 SV=2 Q3UN16 0,0076 0,0078 0,0077 -0,12 

Activator of 90 kDa heat shock protein ATPase homolog 1 OS=Mus musculus GN=Ahsa1 PE=2 SV=2 Q8BK64 0,0076 0,0079 0,0077 -0,12 

BTB/POZ domain-containing protein KCTD12 OS=Mus musculus GN=Kctd12 PE=1 SV=1 Q6WVG3 0,0096 0,0059 0,0077 0,63 

Thioredoxin-related transmembrane protein 1 OS=Mus musculus GN=Tmx1 PE=1 SV=1 Q8VBT0 0,0078 0,0076 0,0077 -0,03 

Protocadherin alpha-4 OS=Mus musculus GN=Pcdha4 PE=1 SV=1 O88689 0,0085 0,0069 0,0077 0,22 

Annexin A1 OS=Mus musculus GN=Anxa1 PE=1 SV=2 P10107 0,0123 0,0033 0,0077 1,81 

Calcium/calmodulin-dependent protein kinase type 1D OS=Mus musculus GN=Camk1d PE=1 SV=2 Q8BW96 0,0061 0,0090 0,0076 -0,63 

Glycogen phosphorylase, muscle form OS=Mus musculus GN=Pygm PE=1 SV=3 Q9WUB3 0,0066 0,0084 0,0075 -0,42 

Heat shock 70 kDa protein 4L OS=Mus musculus GN=Hspa4l PE=1 SV=2 P48722 0,0073 0,0077 0,0075 -0,15 

Vacuolar protein sorting-associated protein 35 OS=Mus musculus GN=Vps35 PE=1 SV=1 Q9EQH3 0,0079 0,0071 0,0075 0,08 

Receptor-type tyrosine-protein phosphatase T OS=Mus musculus GN=Ptprt PE=2 SV=2 Q99M80 0,0138 0,0015 0,0075 3,18 

Retinol dehydrogenase 11 OS=Mus musculus GN=Rdh11 PE=2 SV=2 Q9QYF1 0,0090 0,0060 0,0075 0,51 

NADH dehydrogenase [ubiquinone] flavoprotein 1, mitochondrial OS=Mus musculus GN=Ndufv1 PE=1 SV=1 Q91YT0 0,0068 0,0081 0,0075 -0,32 

AP-2 complex subunit alpha-2 OS=Mus musculus GN=Ap2a2 PE=1 SV=2 P17427 0,0076 0,0073 0,0074 -0,01 

Neuronal calcium sensor 1 OS=Mus musculus GN=Ncs1 PE=2 SV=3 Q8BNY6 0,0096 0,0054 0,0074 0,76 

FERM, RhoGEF and pleckstrin domain-containing protein 1 OS=Mus musculus GN=Farp1 PE=1 SV=1 F8VPU2 0,0081 0,0067 0,0074 0,20 

Hypoxanthine-guanine phosphoribosyltransferase OS=Mus musculus GN=Hprt1 PE=1 SV=3 P00493 0,0105 0,0043 0,0074 1,23 

Reticulon-1 OS=Mus musculus GN=Rtn1 PE=1 SV=1 Q8K0T0 0,0078 0,0069 0,0073 0,13 

Isocitrate dehydrogenase [NADP] cytoplasmic OS=Mus musculus GN=Idh1 PE=1 SV=2 O88844 0,0065 0,0081 0,0073 -0,38 

Long-chain fatty acid transport protein 1 OS=Mus musculus GN=Slc27a1 PE=1 SV=1 Q60714 0,0070 0,0075 0,0073 -0,16 

Actin-related protein 2 OS=Mus musculus GN=Actr2 PE=1 SV=1 P61161 0,0086 0,0059 0,0072 0,48 

Leucine-rich repeat-containing protein 57 OS=Mus musculus GN=Lrrc57 PE=2 SV=1 Q9D1G5 0,0067 0,0077 0,0072 -0,26 

ATP-binding cassette sub-family B member 9 OS=Mus musculus GN=Abcb9 PE=2 SV=1 Q9JJ59 0,0091 0,0054 0,0072 0,70 

Propionyl-CoA carboxylase beta chain, mitochondrial OS=Mus musculus GN=Pccb PE=1 SV=2 Q99MN9 0,0103 0,0043 0,0072 1,21 

AP-3 complex subunit mu-2 OS=Mus musculus GN=Ap3m2 PE=2 SV=1 Q8R2R9 0,0054 0,0089 0,0072 -0,80 

Phytanoyl-CoA hydroxylase-interacting protein OS=Mus musculus GN=Phyhip PE=1 SV=1 Q8K0S0 0,0065 0,0078 0,0072 -0,34 

Ankyrin repeat domain-containing protein 46 OS=Mus musculus GN=Ankrd46 PE=2 SV=1 Q8BTZ5 0,0091 0,0054 0,0072 0,68 

Bcl-2-like protein 13 OS=Mus musculus GN=Bcl2l13 PE=1 SV=2 P59017 0,0079 0,0065 0,0072 0,22 

Potassium-transporting ATPase alpha chain 2 OS=Mus musculus GN=Atp12a PE=1 SV=3 Q9Z1W8 0,0071 0,0072 0,0072 -0,08 

Lysosomal alpha-glucosidase OS=Mus musculus GN=Gaa PE=1 SV=2 P70699 0,0074 0,0070 0,0072 0,02 

Trifunctional enzyme subunit beta, mitochondrial OS=Mus musculus GN=Hadhb PE=1 SV=1 Q99JY0 0,0086 0,0058 0,0072 0,52 

Serine/threonine-protein phosphatase PP1-gamma catalytic subunit OS=Mus musculus GN=Ppp1cc PE=1 SV=1 P63087 0,0083 0,0061 0,0072 0,38 

Mitochondrial import inner membrane translocase subunit Tim23 OS=Mus musculus GN=Timm23 PE=2 SV=1 Q9WTQ8 0,0076 0,0067 0,0072 0,11 

Sodium/potassium-transporting ATPase subunit beta-3 OS=Mus musculus GN=Atp1b3 PE=1 SV=1 P97370 0,0089 0,0055 0,0072 0,62 

Neogenin OS=Mus musculus GN=Neo1 PE=1 SV=1 P97798 0,0059 0,0083 0,0071 -0,56 

Muscarinic acetylcholine receptor M1 OS=Mus musculus GN=Chrm1 PE=2 SV=2 P12657 0,0064 0,0079 0,0071 -0,38 

60S acidic ribosomal protein P0 OS=Mus musculus GN=Rplp0 PE=1 SV=3 P14869 0,0071 0,0071 0,0071 -0,07 

3-ketodihydrosphingosine reductase OS=Mus musculus GN=Kdsr PE=2 SV=1 Q6GV12 0,0082 0,0060 0,0071 0,39 

40S ribosomal protein S13 OS=Mus musculus GN=Rps13 PE=2 SV=2 P62301 0,0112 0,0032 0,0071 1,75 

Cysteine and glycine-rich protein 1 OS=Mus musculus GN=Csrp1 PE=1 SV=3 P97315 0,0102 0,0041 0,0071 1,25 

ADP-ribosyl cyclase 1 OS=Mus musculus GN=Cd38 PE=1 SV=2 P56528 0,0086 0,0056 0,0070 0,56 

Tetraspanin-18 OS=Mus musculus GN=Tspan18 PE=2 SV=1 Q80WR1 0,0027 0,0111 0,0070 -2,10 

40S ribosomal protein S18 OS=Mus musculus GN=Rps18 PE=1 SV=3 P62270 0,0071 0,0069 0,0070 -0,03 

Copine-7 OS=Mus musculus GN=Cpne7 PE=2 SV=1 Q0VE82 0,0062 0,0077 0,0070 -0,39 

Ras-related protein Rab-22A OS=Mus musculus GN=Rab22a PE=1 SV=2 P35285 0,0066 0,0074 0,0070 -0,24 

Leucine-rich repeat and fibronectin type-III domain-containing protein 5 OS=Mus musculus GN=Lrfn5 PE=1 SV=1 Q8BXA0 0,0087 0,0053 0,0070 0,63 

Chondroitin sulfate proteoglycan 5 OS=Mus musculus GN=Cspg5 PE=1 SV=2 Q71M36 0,0098 0,0042 0,0070 1,15 

C-type lectin domain family 2 member L OS=Mus musculus GN=Clec2l PE=4 SV=1 P0C7M9 0,0088 0,0052 0,0069 0,71 

Acyl-CoA synthetase family member 2, mitochondrial OS=Mus musculus GN=Acsf2 PE=1 SV=1 Q8VCW8 0,0079 0,0060 0,0069 0,31 

Amyloid beta A4 precursor protein-binding family B member 1 OS=Mus musculus GN=Apbb1 PE=1 SV=3 Q9QXJ1 0,0071 0,0068 0,0069 0,01 

Heat shock-related 70 kDa protein 2 OS=Mus musculus GN=Hspa2 PE=1 SV=2 P17156 0,0073 0,0065 0,0069 0,10 

NMDA receptor synaptonuclear signaling and neuronal migration factor OS=Mus musculus GN=Nsmf PE=1 SV=1 Q99NF2 0,0060 0,0078 0,0069 -0,45 

ATP synthase F(0) complex subunit B1, mitochondrial OS=Mus musculus GN=Atp5f1 PE=1 SV=1 Q9CQQ7 0,0073 0,0065 0,0069 0,10 

Cysteine-rich protein 2 OS=Mus musculus GN=Crip2 PE=1 SV=1 Q9DCT8 0,0104 0,0036 0,0069 1,48 

Plexin-D1 OS=Mus musculus GN=Plxnd1 PE=1 SV=1 Q3UH93 0,0034 0,0102 0,0069 -1,66 

Glutamate receptor 3 OS=Mus musculus GN=Gria3 PE=1 SV=2 Q9Z2W9 0,0063 0,0073 0,0068 -0,27 

Leucine-rich repeat and fibronectin type-III domain-containing protein 4 OS=Mus musculus GN=Lrfn4 PE=1 SV=1 Q80XU8 0,0079 0,0057 0,0068 0,40 

Abhydrolase domain-containing protein 16A OS=Mus musculus GN=Abhd16a PE=1 SV=3 Q9Z1Q2 0,0070 0,0066 0,0068 0,02 

ADP-ribosylation factor-like protein 15 OS=Mus musculus GN=Arl15 PE=2 SV=1 Q8BGR6 0,0048 0,0086 0,0067 -0,90 

Hexaprenyldihydroxybenzoate methyltransferase, mitochondrial OS=Mus musculus GN=Coq3 PE=1 SV=1 Q8BMS4 0,0067 0,0068 0,0067 -0,09 

Semaphorin-4D OS=Mus musculus GN=Sema4d PE=1 SV=2 O09126 0,0073 0,0061 0,0067 0,21 

Protein lifeguard 2 OS=Mus musculus GN=Faim2 PE=2 SV=1 Q8K097 0,0068 0,0065 0,0066 -0,01 

40S ribosomal protein S8 OS=Mus musculus GN=Rps8 PE=2 SV=2 P62242 0,0066 0,0067 0,0066 -0,09 

Syntaxin-17 OS=Mus musculus GN=Stx17 PE=1 SV=1 Q9D0I4 0,0054 0,0078 0,0066 -0,60 

Surfeit locus protein 4 OS=Mus musculus GN=Surf4 PE=2 SV=1 Q64310 0,0069 0,0063 0,0066 0,08 

Calcineurin B homologous protein 1 OS=Mus musculus GN=Chp1 PE=1 SV=2 P61022 0,0078 0,0054 0,0066 0,45 

Phosphoglycerate kinase 1 OS=Mus musculus GN=Pgk1 PE=1 SV=4 P09411 0,0097 0,0036 0,0066 1,37 

Cathepsin B OS=Mus musculus GN=Ctsb PE=1 SV=2 P10605 0,0077 0,0054 0,0066 0,45 

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial OS=Mus musculus GN=Coq5 PE=2 SV=2 Q9CXI0 0,0064 0,0067 0,0065 -0,14 

Ubiquitin carboxyl-terminal hydrolase 46 OS=Mus musculus GN=Usp46 PE=1 SV=1 P62069 0,0059 0,0071 0,0065 -0,32 

Cystine/glutamate transporter OS=Mus musculus GN=Slc7a11 PE=1 SV=1 Q9WTR6 0,0065 0,0065 0,0065 -0,06 

2'-5'-oligoadenylate synthase 1A OS=Mus musculus GN=Oas1a PE=2 SV=2 P11928 0,0111 0,0022 0,0065 2,28 

PH and SEC7 domain-containing protein 3 OS=Mus musculus GN=Psd3 PE=1 SV=2 Q2PFD7 0,0050 0,0079 0,0065 -0,73 

Ras-related protein Rab-6B OS=Mus musculus GN=Rab6b PE=1 SV=1 P61294 0,0077 0,0053 0,0065 0,47 

Contactin-associated protein like 5-3 OS=Mus musculus GN=Cntnap5c PE=2 SV=1 Q0V8T7 0,0086 0,0044 0,0065 0,89 



Tetraspanin-2 OS=Mus musculus GN=Tspan2 PE=1 SV=1 Q922J6 0,0068 0,0061 0,0065 0,11 

Protein NDRG1 OS=Mus musculus GN=Ndrg1 PE=1 SV=1 Q62433 0,0066 0,0063 0,0064 -0,01 

Leucine-rich repeat and fibronectin type-III domain-containing protein 3 OS=Mus musculus GN=Lrfn3 PE=1 SV=1 Q8BLY3 0,0072 0,0056 0,0064 0,29 

Guanine nucleotide-binding protein subunit beta-5 OS=Mus musculus GN=Gnb5 PE=1 SV=1 P62881 0,0059 0,0069 0,0064 -0,28 

Phosphoglycerate mutase 1 OS=Mus musculus GN=Pgam1 PE=1 SV=3 Q9DBJ1 0,0090 0,0038 0,0064 1,16 

Synaptotagmin-12 OS=Mus musculus GN=Syt12 PE=2 SV=1 Q920N7 0,0067 0,0060 0,0063 0,10 

Sphingomyelin phosphodiesterase 2 OS=Mus musculus GN=Smpd2 PE=1 SV=1 O70572 0,0067 0,0060 0,0063 0,09 

Ribonuclease inhibitor OS=Mus musculus GN=Rnh1 PE=1 SV=1 Q91VI7 0,0079 0,0048 0,0063 0,64 

Cell adhesion molecule 4 OS=Mus musculus GN=Cadm4 PE=1 SV=1 Q8R464 0,0080 0,0047 0,0063 0,70 

Cyclin-Y OS=Mus musculus GN=Ccny PE=1 SV=1 Q8BGU5 0,0058 0,0068 0,0063 -0,29 

Serine/threonine-protein phosphatase 5 OS=Mus musculus GN=Ppp5c PE=1 SV=3 Q60676 0,0068 0,0058 0,0063 0,16 

Protein transport protein Sec61 subunit alpha isoform 1 OS=Mus musculus GN=Sec61a1 PE=2 SV=2 P61620 0,0074 0,0051 0,0062 0,46 

Transmembrane protein 132E OS=Mus musculus GN=Tmem132e PE=2 SV=1 Q6IEE6 0,0099 0,0027 0,0062 1,78 

Vacuolar protein sorting-associated protein 45 OS=Mus musculus GN=Vps45 PE=1 SV=1 P97390 0,0065 0,0059 0,0062 0,07 

Mitogen-activated protein kinase 1 OS=Mus musculus GN=Mapk1 PE=1 SV=3 P63085 0,0057 0,0067 0,0062 -0,31 

60S ribosomal protein L7 OS=Mus musculus GN=Rpl7 PE=2 SV=2 P14148 0,0062 0,0062 0,0062 -0,06 

40S ribosomal protein S15 OS=Mus musculus GN=Rps15 PE=2 SV=2 P62843 0,0091 0,0034 0,0062 1,36 

4-aminobutyrate aminotransferase, mitochondrial OS=Mus musculus GN=Abat PE=1 SV=1 P61922 0,0056 0,0066 0,0061 -0,29 

Diacylglycerol kinase gamma OS=Mus musculus GN=Dgkg PE=2 SV=1 Q91WG7 0,0062 0,0060 0,0061 -0,01 

RING finger protein 157 OS=Mus musculus GN=Rnf157 PE=2 SV=2 Q3TEL6 0,0066 0,0056 0,0061 0,16 

TBC1 domain family member 24 OS=Mus musculus GN=Tbc1d24 PE=2 SV=2 Q3UUG6 0,0072 0,0051 0,0061 0,44 

Transmembrane protein 151A OS=Mus musculus GN=Tmem151a PE=1 SV=1 Q6GQT5 0,0057 0,0064 0,0061 -0,22 

Disks large homolog 1 OS=Mus musculus GN=Dlg1 PE=1 SV=1 Q811D0 0,0058 0,0063 0,0061 -0,20 

Prostamide/prostaglandin F synthase OS=Mus musculus GN=Fam213b PE=1 SV=1 Q9DB60 0,0065 0,0057 0,0061 0,12 

Phytanoyl-CoA hydroxylase-interacting protein-like OS=Mus musculus GN=Phyhipl PE=2 SV=1 Q8BGT8 0,0098 0,0024 0,0060 1,96 

Leucine-rich glioma-inactivated protein 1 OS=Mus musculus GN=Lgi1 PE=1 SV=1 Q9JIA1 0,0047 0,0073 0,0060 -0,70 

40S ribosomal protein S16 OS=Mus musculus GN=Rps16 PE=2 SV=4 P14131 0,0058 0,0062 0,0060 -0,16 

Lysocardiolipin acyltransferase 1 OS=Mus musculus GN=Lclat1 PE=2 SV=2 Q3UN02 0,0064 0,0056 0,0060 0,11 

Ras-related protein Rap-2c OS=Mus musculus GN=Rap2c PE=1 SV=1 Q8BU31 0,0062 0,0058 0,0060 0,03 

WD repeat domain phosphoinositide-interacting protein 2 OS=Mus musculus GN=Wipi2 PE=1 SV=1 Q80W47 0,0060 0,0060 0,0060 -0,08 

Protein disulfide-isomerase OS=Mus musculus GN=P4hb PE=1 SV=2 P09103 0,0103 0,0018 0,0060 2,45 

AP-3 complex subunit beta-2 OS=Mus musculus GN=Ap3b2 PE=1 SV=2 Q9JME5 0,0063 0,0056 0,0059 0,12 

Ephrin type-A receptor 7 OS=Mus musculus GN=Epha7 PE=1 SV=2 Q61772 0,0060 0,0058 0,0059 -0,02 

ES1 protein homolog, mitochondrial OS=Mus musculus GN=D10Jhu81e PE=1 SV=1 Q9D172 0,0055 0,0062 0,0059 -0,23 

Solute carrier family 25 member 51 OS=Mus musculus GN=Slc25a51 PE=2 SV=1 Q5HZI9 0,0056 0,0061 0,0059 -0,18 

Guanine nucleotide-binding protein subunit beta-4 OS=Mus musculus GN=Gnb4 PE=2 SV=4 P29387 0,0068 0,0050 0,0059 0,36 

Pyridoxal kinase OS=Mus musculus GN=Pdxk PE=1 SV=1 Q8K183 0,0082 0,0036 0,0058 1,10 

Histidine triad nucleotide-binding protein 3 OS=Mus musculus GN=Hint3 PE=2 SV=1 Q9CPS6 0,0056 0,0061 0,0058 -0,20 

Dolichol-phosphate mannosyltransferase OS=Mus musculus GN=Dpm1 PE=2 SV=1 O70152 0,0064 0,0053 0,0058 0,22 

Protein phosphatase 1A OS=Mus musculus GN=Ppm1a PE=1 SV=1 P49443 0,0066 0,0051 0,0058 0,31 

Kinesin-like protein KIF17 OS=Mus musculus GN=Kif17 PE=1 SV=1 Q99PW8 0,0073 0,0044 0,0058 0,67 

Creatine kinase B-type OS=Mus musculus GN=Ckb PE=1 SV=1 Q04447 0,0085 0,0032 0,0058 1,34 

[Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 2, mitochondrial OS=Mus musculus GN=Pdk2 PE=1 SV=2 Q9JK42 0,0058 0,0057 0,0058 -0,06 

Neuroligin 4-like OS=Mus musculus GN=Nlgn4l PE=1 SV=1 B0F2B4 0,0071 0,0045 0,0058 0,60 

Endoplasmic reticulum-Golgi intermediate compartment protein 1 OS=Mus musculus GN=Ergic1 PE=1 SV=1 Q9DC16 0,0065 0,0050 0,0058 0,31 

Long-chain-fatty-acid--CoA ligase 1 OS=Mus musculus GN=Acsl1 PE=1 SV=2 P41216 0,0058 0,0057 0,0057 -0,06 

Aldehyde dehydrogenase X, mitochondrial OS=Mus musculus GN=Aldh1b1 PE=1 SV=1 Q9CZS1 0,0047 0,0067 0,0057 -0,58 

Alpha-adducin OS=Mus musculus GN=Add1 PE=1 SV=2 Q9QYC0 0,0065 0,0050 0,0057 0,30 

Alpha-centractin OS=Mus musculus GN=Actr1a PE=2 SV=1 P61164 0,0052 0,0062 0,0057 -0,31 

Bone morphogenetic protein receptor type-1A OS=Mus musculus GN=Bmpr1a PE=2 SV=1 P36895 0,0060 0,0054 0,0057 0,06 

60S ribosomal protein L11 OS=Mus musculus GN=Rpl11 PE=1 SV=4 Q9CXW4 0,0070 0,0044 0,0057 0,58 

Myosin-9 OS=Mus musculus GN=Myh9 PE=1 SV=4 Q8VDD5 0,0082 0,0033 0,0057 1,25 

Voltage-gated potassium channel subunit beta-1 OS=Mus musculus GN=Kcnab1 PE=2 SV=2 P63143 0,0074 0,0039 0,0057 0,85 

Thioredoxin OS=Mus musculus GN=Txn PE=1 SV=3 P10639 0,0074 0,0040 0,0057 0,80 

Neuroligin-1 OS=Mus musculus GN=Nlgn1 PE=1 SV=2 Q99K10 0,0053 0,0059 0,0056 -0,24 

Enoyl-CoA delta isomerase 1, mitochondrial OS=Mus musculus GN=Eci1 PE=1 SV=2 P42125 0,0056 0,0056 0,0056 -0,07 

Brain acid soluble protein 1 OS=Mus musculus GN=Basp1 PE=1 SV=3 Q91XV3 0,0065 0,0047 0,0056 0,41 

V-type proton ATPase subunit C 1 OS=Mus musculus GN=Atp6v1c1 PE=1 SV=4 Q9Z1G3 0,0053 0,0058 0,0056 -0,18 

Transmembrane protein 114 OS=Mus musculus GN=Tmem114 PE=1 SV=1 Q9D563 0,0020 0,0089 0,0056 -2,19 

Poly(rC)-binding protein 1 OS=Mus musculus GN=Pcbp1 PE=1 SV=1 P60335 0,0064 0,0048 0,0056 0,35 

Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial OS=Mus musculus GN=Pdha1 PE=1 SV=1 P35486 0,0054 0,0057 0,0055 -0,13 

60S ribosomal protein L22 OS=Mus musculus GN=Rpl22 PE=2 SV=2 P67984 0,0070 0,0041 0,0055 0,71 

Monoacylglycerol lipase ABHD6 OS=Mus musculus GN=Abhd6 PE=2 SV=1 Q8R2Y0 0,0058 0,0052 0,0055 0,10 

Dual specificity mitogen-activated protein kinase kinase 4 OS=Mus musculus GN=Map2k4 PE=1 SV=2 P47809 0,0053 0,0057 0,0055 -0,17 

Latrophilin-3 OS=Mus musculus GN=Lphn3 PE=2 SV=3 Q80TS3 0,0058 0,0052 0,0055 0,10 

Glycerol-3-phosphate dehydrogenase 1-like protein OS=Mus musculus GN=Gpd1l PE=1 SV=2 Q3ULJ0 0,0050 0,0059 0,0055 -0,29 

Ras-related protein Rab-26 OS=Mus musculus GN=Rab26 PE=1 SV=1 Q504M8 0,0037 0,0071 0,0054 -1,02 

P2Y purinoceptor 12 OS=Mus musculus GN=P2ry12 PE=2 SV=1 Q9CPV9 0,0060 0,0049 0,0054 0,21 

ATP synthase subunit s, mitochondrial OS=Mus musculus GN=Atp5s PE=2 SV=1 Q9CRA7 0,0052 0,0056 0,0054 -0,17 

Amine oxidase [flavin-containing] A OS=Mus musculus GN=Maoa PE=1 SV=3 Q64133 0,0048 0,0060 0,0054 -0,40 

Syntaxin-6 OS=Mus musculus GN=Stx6 PE=1 SV=1 Q9JKK1 0,0049 0,0058 0,0054 -0,31 

Fructose-bisphosphate aldolase A OS=Mus musculus GN=Aldoa PE=1 SV=2 P05064 0,0074 0,0035 0,0054 1,03 

Carbonyl reductase [NADPH] 1 OS=Mus musculus GN=Cbr1 PE=1 SV=3 P48758 0,0050 0,0056 0,0054 -0,23 

LETM1 and EF-hand domain-containing protein 1, mitochondrial OS=Mus musculus GN=Letm1 PE=2 SV=1 Q9Z2I0 0,0059 0,0048 0,0054 0,23 

ADP-ribosylation factor-like protein 5A OS=Mus musculus GN=Arl5a PE=2 SV=1 Q80ZU0 0,0057 0,0048 0,0053 0,18 

Carnitine O-palmitoyltransferase 1, brain isoform OS=Mus musculus GN=Cpt1c PE=1 SV=1 Q8BGD5 0,0054 0,0051 0,0053 0,00 



60S ribosomal protein L38 OS=Mus musculus GN=Rpl38 PE=2 SV=3 Q9JJI8 0,0060 0,0045 0,0053 0,35 

Dihydrolipoyl dehydrogenase, mitochondrial OS=Mus musculus GN=Dld PE=1 SV=2 O08749 0,0055 0,0050 0,0053 0,06 

Ras-related protein Rab-8B OS=Mus musculus GN=Rab8b PE=1 SV=1 P61028 0,0046 0,0059 0,0052 -0,44 

Ubiquitin carboxyl-terminal hydrolase isozyme L1 OS=Mus musculus GN=Uchl1 PE=1 SV=1 Q9R0P9 0,0061 0,0044 0,0052 0,41 

Glucose 1,6-bisphosphate synthase OS=Mus musculus GN=Pgm2l1 PE=1 SV=1 Q8CAA7 0,0052 0,0052 0,0052 -0,05 

Neuropilin-1 OS=Mus musculus GN=Nrp1 PE=1 SV=2 P97333 0,0039 0,0065 0,0052 -0,82 

Acylglycerol kinase, mitochondrial OS=Mus musculus GN=Agk PE=1 SV=1 Q9ESW4 0,0050 0,0054 0,0052 -0,18 

Acyl-CoA:lysophosphatidylglycerol acyltransferase 1 OS=Mus musculus GN=Lpgat1 PE=2 SV=1 Q91YX5 0,0058 0,0045 0,0052 0,30 

Dynamin-1-like protein OS=Mus musculus GN=Dnm1l PE=1 SV=2 Q8K1M6 0,0060 0,0044 0,0052 0,39 

Neuronal proto-oncogene tyrosine-protein kinase Src OS=Mus musculus GN=Src PE=1 SV=4 P05480 0,0047 0,0055 0,0051 -0,29 

H(+)/Cl(-) exchange transporter 3 OS=Mus musculus GN=Clcn3 PE=1 SV=2 P51791 0,0058 0,0045 0,0051 0,29 

Vascular endothelial growth factor receptor 1 OS=Mus musculus GN=Flt1 PE=1 SV=1 P35969 0,0039 0,0063 0,0051 -0,77 

40S ribosomal protein S9 OS=Mus musculus GN=Rps9 PE=2 SV=3 Q6ZWN5 0,0055 0,0048 0,0051 0,13 

Ras-related protein Rab-7a OS=Mus musculus GN=Rab7a PE=1 SV=2 P51150 0,0064 0,0039 0,0051 0,63 

Guanylate cyclase soluble subunit beta-1 OS=Mus musculus GN=Gucy1b3 PE=2 SV=1 O54865 0,0058 0,0045 0,0051 0,30 

Sprouty-related, EVH1 domain-containing protein 1 OS=Mus musculus GN=Spred1 PE=1 SV=1 Q924S8 0,0066 0,0036 0,0051 0,81 

Cytochrome c1, heme protein, mitochondrial OS=Mus musculus GN=Cyc1 PE=1 SV=1 Q9D0M3 0,0047 0,0053 0,0050 -0,25 

Alpha-actinin-1 OS=Mus musculus GN=Actn1 PE=1 SV=1 Q7TPR4 0,0061 0,0040 0,0050 0,54 

Casein kinase I isoform gamma-1 OS=Mus musculus GN=Csnk1g1 PE=1 SV=2 Q8BTH8 0,0037 0,0063 0,0050 -0,85 

Synaptojanin-2-binding protein OS=Mus musculus GN=Synj2bp PE=1 SV=1 Q9D6K5 0,0053 0,0046 0,0050 0,14 

NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial OS=Mus musculus GN=Ndufs8 PE=1 SV=1 Q8K3J1 0,0050 0,0050 0,0050 -0,05 

Voltage-dependent L-type calcium channel subunit beta-4 OS=Mus musculus GN=Cacnb4 PE=1 SV=2 Q8R0S4 0,0057 0,0042 0,0050 0,37 

Transmembrane protein 33 OS=Mus musculus GN=Tmem33 PE=2 SV=1 Q9CR67 0,0057 0,0042 0,0049 0,36 

Lipid phosphate phosphatase-related protein type 4 OS=Mus musculus GN=Lppr4 PE=2 SV=2 Q7TME0 0,0049 0,0049 0,0049 -0,08 

Mu-type opioid receptor OS=Mus musculus GN=Oprm1 PE=1 SV=1 P42866 0,0088 0,0012 0,0049 2,81 

L-2-hydroxyglutarate dehydrogenase, mitochondrial OS=Mus musculus GN=L2hgdh PE=1 SV=1 Q91YP0 0,0044 0,0053 0,0049 -0,31 

1-acyl-sn-glycerol-3-phosphate acyltransferase gamma OS=Mus musculus GN=Agpat3 PE=1 SV=2 Q9D517 0,0048 0,0049 0,0049 -0,08 

Pyrroline-5-carboxylate reductase 2 OS=Mus musculus GN=Pycr2 PE=2 SV=1 Q922Q4 0,0049 0,0048 0,0048 -0,03 

Guanine nucleotide-binding protein subunit alpha-12 OS=Mus musculus GN=Gna12 PE=1 SV=3 P27600 0,0060 0,0036 0,0048 0,65 

[Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 1, mitochondrial OS=Mus musculus GN=Pdk1 PE=2 SV=2 Q8BFP9 0,0044 0,0051 0,0048 -0,28 

Calcium/calmodulin-dependent 3',5'-cyclic nucleotide phosphodiesterase 1A OS=Mus musculus GN=Pde1a PE=2 SV=2 Q61481 0,0046 0,0049 0,0048 -0,15 

Ras-related protein Rab-27A OS=Mus musculus GN=Rab27a PE=1 SV=1 Q9ERI2 0,0047 0,0048 0,0047 -0,10 

Protein transport protein Sec61 subunit alpha isoform 2 OS=Mus musculus GN=Sec61a2 PE=2 SV=3 Q9JLR1 0,0052 0,0043 0,0047 0,22 

WD repeat-containing protein 37 OS=Mus musculus GN=Wdr37 PE=2 SV=1 Q8CBE3 0,0051 0,0043 0,0047 0,18 

Protein spinster homolog 1 OS=Mus musculus GN=Spns1 PE=2 SV=1 Q8R0G7 0,0059 0,0036 0,0047 0,64 

Eukaryotic initiation factor 4A-I OS=Mus musculus GN=Eif4a1 PE=1 SV=1 P60843 0,0064 0,0031 0,0047 0,98 

Membrane-associated progesterone receptor component 2 OS=Mus musculus GN=Pgrmc2 PE=1 SV=2 Q80UU9 0,0049 0,0045 0,0047 0,05 

Heat shock 70 kDa protein 12B OS=Mus musculus GN=Hspa12b PE=1 SV=1 Q9CZJ2 0,0036 0,0056 0,0047 -0,69 

Neural proliferation differentiation and control protein 1 OS=Mus musculus GN=Npdc1 PE=2 SV=2 Q64322 0,0046 0,0047 0,0047 -0,11 

Plastin-3 OS=Mus musculus GN=Pls3 PE=1 SV=3 Q99K51 0,0066 0,0027 0,0046 1,22 

60S ribosomal protein L17 OS=Mus musculus GN=Rpl17 PE=2 SV=3 Q9CPR4 0,0045 0,0048 0,0046 -0,16 

Interferon-inducible GTPase 1 OS=Mus musculus GN=Iigp1 PE=1 SV=2 Q9QZ85 0,0073 0,0020 0,0046 1,83 

60S ribosomal protein L19 OS=Mus musculus GN=Rpl19 PE=1 SV=1 P84099 0,0043 0,0048 0,0046 -0,24 

Sodium-dependent phosphate transport protein 1 OS=Mus musculus GN=Slc17a1 PE=1 SV=2 Q61983 0,0049 0,0043 0,0046 0,11 

Golgi phosphoprotein 3 OS=Mus musculus GN=Golph3 PE=1 SV=1 Q9CRA5 0,0060 0,0032 0,0046 0,82 

Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform OS=Mus musculus GN=Ppp2cb PE=1 SV=1 P62715 0,0038 0,0053 0,0046 -0,56 

Electroneutral sodium bicarbonate exchanger 1 OS=Mus musculus GN=Slc4a8 PE=2 SV=1 Q8JZR6 0,0071 0,0021 0,0045 1,69 

Rho-related GTP-binding protein RhoF OS=Mus musculus GN=Rhof PE=2 SV=1 Q8BYP3 0,0044 0,0045 0,0045 -0,09 

AP-1 complex subunit beta-1 OS=Mus musculus GN=Ap1b1 PE=1 SV=2 O35643 0,0049 0,0041 0,0045 0,18 

Ras-related protein Rab-3D OS=Mus musculus GN=Rab3d PE=1 SV=1 P35276 0,0044 0,0045 0,0045 -0,13 

40S ribosomal protein S15a OS=Mus musculus GN=Rps15a PE=2 SV=2 P62245 0,0048 0,0041 0,0044 0,15 

Aspartate aminotransferase, mitochondrial OS=Mus musculus GN=Got2 PE=1 SV=1 P05202 0,0057 0,0032 0,0044 0,76 

Apolipoprotein O OS=Mus musculus GN=Apoo PE=2 SV=1 Q9DCZ4 0,0046 0,0042 0,0044 0,07 

Myosin-8 OS=Mus musculus GN=Myh8 PE=2 SV=2 P13542 0,0041 0,0047 0,0044 -0,26 

Glial fibrillary acidic protein OS=Mus musculus GN=Gfap PE=1 SV=4 P03995 0,0064 0,0024 0,0044 1,38 

Cytosolic non-specific dipeptidase OS=Mus musculus GN=Cndp2 PE=1 SV=1 Q9D1A2 0,0057 0,0031 0,0044 0,79 

Regulator of G-protein signaling 14 OS=Mus musculus GN=Rgs14 PE=1 SV=2 P97492 0,0023 0,0063 0,0043 -1,50 

D-3-phosphoglycerate dehydrogenase OS=Mus musculus GN=Phgdh PE=1 SV=3 Q61753 0,0038 0,0049 0,0043 -0,43 

Probable arginine--tRNA ligase, mitochondrial OS=Mus musculus GN=Rars2 PE=1 SV=1 Q3U186 0,0040 0,0046 0,0043 -0,29 

Potassium-transporting ATPase alpha chain 1 OS=Mus musculus GN=Atp4a PE=1 SV=3 Q64436 0,0031 0,0055 0,0043 -0,89 

Ninein OS=Mus musculus GN=Nin PE=2 SV=3 Q61043 0,0057 0,0029 0,0043 0,91 

DnaJ homolog subfamily A member 3, mitochondrial OS=Mus musculus GN=Dnaja3 PE=1 SV=1 Q99M87 0,0042 0,0043 0,0043 -0,12 

Chromodomain-helicase-DNA-binding protein 4 OS=Mus musculus GN=Chd4 PE=1 SV=1 Q6PDQ2 0,0042 0,0043 0,0042 -0,10 

Medium-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Mus musculus GN=Acadm PE=1 SV=1 P45952 0,0041 0,0043 0,0042 -0,14 

Plexin-B2 OS=Mus musculus GN=Plxnb2 PE=1 SV=1 B2RXS4 0,0049 0,0036 0,0042 0,38 

[Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 3, mitochondrial OS=Mus musculus GN=Pdk3 PE=2 SV=1 Q922H2 0,0036 0,0048 0,0042 -0,49 

Ras-related protein Ral-A OS=Mus musculus GN=Rala PE=1 SV=1 P63321 0,0046 0,0038 0,0042 0,20 

Vesicular integral-membrane protein VIP36 OS=Mus musculus GN=Lman2 PE=2 SV=2 Q9DBH5 0,0050 0,0033 0,0041 0,54 

Peroxisome biogenesis factor 1 OS=Mus musculus GN=Pex1 PE=1 SV=2 Q5BL07 0,0049 0,0033 0,0041 0,52 

40S ribosomal protein S17 OS=Mus musculus GN=Rps17 PE=1 SV=2 P63276 0,0034 0,0047 0,0041 -0,53 

Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial OS=Mus musculus GN=Oxct1 PE=1 SV=1 Q9D0K2 0,0048 0,0033 0,0040 0,47 

Type 2 phosphatidylinositol 4,5-bisphosphate 4-phosphatase OS=Mus musculus GN=Tmem55a PE=1 SV=1 Q9CZX7 0,0048 0,0033 0,0040 0,48 

Ras-related protein Rab-9A OS=Mus musculus GN=Rab9a PE=1 SV=1 Q9R0M6 0,0037 0,0043 0,0040 -0,27 

Gamma-aminobutyric acid receptor subunit alpha-5 OS=Mus musculus GN=Gabra5 PE=1 SV=1 Q8BHJ7 0,0031 0,0048 0,0040 -0,69 

Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-10 OS=Mus musculus GN=Gng10 PE=3 SV=1 Q9CXP8 0,0037 0,0043 0,0040 -0,28 

Actin-related protein 3B OS=Mus musculus GN=Actr3b PE=2 SV=1 Q641P0 0,0047 0,0033 0,0040 0,44 



Calcium-binding mitochondrial carrier protein SCaMC-2 OS=Mus musculus GN=Slc25a25 PE=2 SV=1 A2ASZ8 0,0040 0,0039 0,0039 -0,06 

Sodium channel subunit beta-4 OS=Mus musculus GN=Scn4b PE=2 SV=1 Q7M729 0,0037 0,0041 0,0039 -0,23 

Poly(rC)-binding protein 2 OS=Mus musculus GN=Pcbp2 PE=1 SV=1 Q61990 0,0051 0,0026 0,0038 0,87 

Leucyl-cystinyl aminopeptidase OS=Mus musculus GN=Lnpep PE=1 SV=1 Q8C129 0,0044 0,0031 0,0037 0,45 

StAR-related lipid transfer protein 3 OS=Mus musculus GN=Stard3 PE=2 SV=1 Q61542 0,0039 0,0035 0,0037 0,11 

Syntaxin-binding protein 6 OS=Mus musculus GN=Stxbp6 PE=2 SV=1 Q8R3T5 0,0042 0,0033 0,0037 0,29 

Protein-tyrosine kinase 2-beta OS=Mus musculus GN=Ptk2b PE=1 SV=2 Q9QVP9 0,0027 0,0046 0,0037 -0,83 

Protein rogdi homolog OS=Mus musculus GN=Rogdi PE=2 SV=2 Q3TDK6 0,0041 0,0033 0,0037 0,26 

Peroxisomal biogenesis factor 19 OS=Mus musculus GN=Pex19 PE=1 SV=1 Q8VCI5 0,0049 0,0026 0,0037 0,86 

Four and a half LIM domains protein 1 OS=Mus musculus GN=Fhl1 PE=1 SV=3 P97447 0,0047 0,0027 0,0037 0,76 

Casein kinase I isoform gamma-3 OS=Mus musculus GN=Csnk1g3 PE=1 SV=2 Q8C4X2 0,0038 0,0035 0,0036 0,07 

Inositol monophosphatase 1 OS=Mus musculus GN=Impa1 PE=1 SV=1 O55023 0,0043 0,0029 0,0036 0,49 

Cysteine desulfurase, mitochondrial OS=Mus musculus GN=Nfs1 PE=2 SV=3 Q9Z1J3 0,0034 0,0038 0,0036 -0,23 

Transmembrane emp24 domain-containing protein 10 OS=Mus musculus GN=Tmed10 PE=2 SV=1 Q9D1D4 0,0046 0,0026 0,0036 0,77 

Protein phosphatase PTC7 homolog OS=Mus musculus GN=Pptc7 PE=2 SV=1 Q6NVE9 0,0035 0,0036 0,0036 -0,10 

E3 ubiquitin-protein ligase TRIM32 OS=Mus musculus GN=Trim32 PE=1 SV=2 Q8CH72 0,0034 0,0036 0,0035 -0,17 

RasGAP-activating-like protein 1 OS=Mus musculus GN=Rasal1 PE=2 SV=2 Q9Z268 0,0023 0,0046 0,0035 -1,07 

Keratin, type I cuticular Ha2 OS=Mus musculus GN=Krt32 PE=2 SV=2 Q62168 0,0015 0,0054 0,0035 -1,95 

60S ribosomal protein L23 OS=Mus musculus GN=Rpl23 PE=1 SV=1 P62830 0,0024 0,0044 0,0034 -0,94 

Beta-enolase OS=Mus musculus GN=Eno3 PE=1 SV=3 P21550 0,0045 0,0023 0,0034 0,87 

Peptidyl-tRNA hydrolase 2, mitochondrial OS=Mus musculus GN=Ptrh2 PE=2 SV=1 Q8R2Y8 0,0037 0,0031 0,0034 0,22 

Rho-related GTP-binding protein RhoQ OS=Mus musculus GN=Rhoq PE=1 SV=2 Q8R527 0,0049 0,0019 0,0034 1,28 

Mitochondrial Rho GTPase 2 OS=Mus musculus GN=Rhot2 PE=2 SV=1 Q8JZN7 0,0037 0,0028 0,0032 0,33 

Rho-related GTP-binding protein RhoC OS=Mus musculus GN=Rhoc PE=1 SV=2 Q62159 0,0035 0,0030 0,0032 0,16 

Dihydropyrimidinase-related protein 3 OS=Mus musculus GN=Dpysl3 PE=1 SV=1 Q62188 0,0028 0,0035 0,0032 -0,39 

Raftlin-2 OS=Mus musculus GN=Rftn2 PE=2 SV=3 Q8CHX7 0,0032 0,0031 0,0032 -0,02 

F-actin-capping protein subunit alpha-1 OS=Mus musculus GN=Capza1 PE=1 SV=4 P47753 0,0043 0,0021 0,0032 0,96 

Neurensin-1 OS=Mus musculus GN=Nrsn1 PE=2 SV=1 P97799 0,0040 0,0023 0,0031 0,74 

Keratin, type I cytoskeletal 25 OS=Mus musculus GN=Krt25 PE=1 SV=1 Q8VCW2 0,0024 0,0037 0,0030 -0,68 

Mitogen-activated protein kinase 3 OS=Mus musculus GN=Mapk3 PE=1 SV=5 Q63844 0,0028 0,0033 0,0030 -0,29 

Tubulin gamma-1 chain OS=Mus musculus GN=Tubg1 PE=1 SV=1 P83887 0,0031 0,0030 0,0030 0,00 

Actin-related protein 2/3 complex subunit 4 OS=Mus musculus GN=Arpc4 PE=1 SV=3 P59999 0,0037 0,0024 0,0030 0,57 

26S proteasome non-ATPase regulatory subunit 5 OS=Mus musculus GN=Psmd5 PE=1 SV=4 Q8BJY1 0,0027 0,0032 0,0030 -0,31 

MAP6 domain-containing protein 1 OS=Mus musculus GN=Map6d1 PE=1 SV=1 Q14BB9 0,0037 0,0022 0,0030 0,70 

Activin receptor type-1C OS=Mus musculus GN=Acvr1c PE=2 SV=3 Q8K348 0,0026 0,0032 0,0029 -0,37 

Alpha-actinin-4 OS=Mus musculus GN=Actn4 PE=1 SV=1 P57780 0,0059 0,0000 0,0029 5,00 

Sodium channel subunit beta-3 OS=Mus musculus GN=Scn3b PE=2 SV=1 Q8BHK2 0,0024 0,0030 0,0027 -0,42 

Platelet-derived growth factor receptor beta OS=Mus musculus GN=Pdgfrb PE=1 SV=1 P05622 0,0053 0,0000 0,0026 5,00 

Sprouty-related, EVH1 domain-containing protein 2 OS=Mus musculus GN=Spred2 PE=1 SV=1 Q924S7 0,0036 0,0016 0,0026 1,08 

Glutathione S-transferase Mu 2 OS=Mus musculus GN=Gstm2 PE=1 SV=2 P15626 0,0024 0,0027 0,0026 -0,27 

Potassium voltage-gated channel subfamily C member 4 OS=Mus musculus GN=Kcnc4 PE=2 SV=1 Q8R1C0 0,0037 0,0013 0,0025 1,43 

H-2 class I histocompatibility antigen, D-K alpha chain OS=Mus musculus GN=H2-D1 PE=1 SV=1 P14426 0,0034 0,0016 0,0025 1,03 

NADH dehydrogenase (ubiquinone) complex I, assembly factor 6 OS=Mus musculus GN=Ndufaf6 PE=1 SV=1 A2AIL4 0,0022 0,0026 0,0024 -0,30 

Apoptotic protease-activating factor 1 OS=Mus musculus GN=Apaf1 PE=1 SV=3 O88879 0,0024 0,0023 0,0024 -0,02 

Glutamate receptor 4 OS=Mus musculus GN=Gria4 PE=1 SV=2 Q9Z2W8 0,0031 0,0017 0,0024 0,78 

Contactin-associated protein like 5-2 OS=Mus musculus GN=Cntnap5b PE=2 SV=1 Q0V8T8 0,0029 0,0017 0,0023 0,68 

Receptor-type tyrosine-protein kinase FLT3 OS=Mus musculus GN=Flt3 PE=1 SV=1 Q00342 0,0035 0,0010 0,0022 1,81 

Dihydropyrimidinase-related protein 4 OS=Mus musculus GN=Dpysl4 PE=1 SV=1 O35098 0,0021 0,0022 0,0022 -0,18 

Potassium voltage-gated channel subfamily A member 5 OS=Mus musculus GN=Kcna5 PE=2 SV=2 Q61762 0,0022 0,0020 0,0021 0,02 

Keratin, type II cuticular Hb4 OS=Mus musculus GN=Krt84 PE=2 SV=2 Q99M73 0,0018 0,0023 0,0020 -0,41 
Leucine-rich repeat and immunoglobulin-like domain-containing nogo receptor-interacting protein 2 OS=Mus musculus GN=Lingo2 PE=2 
SV=1 Q3URE9 0,0023 0,0018 0,0020 0,28 

Golgi-associated plant pathogenesis-related protein 1 OS=Mus musculus GN=Glipr2 PE=2 SV=3 Q9CYL5 0,0038 0,0000 0,0019 5,00 

Glycogen phosphorylase, liver form OS=Mus musculus GN=Pygl PE=1 SV=4 Q9ET01 0,0021 0,0016 0,0019 0,37 

Probable phospholipid-transporting ATPase IC OS=Mus musculus GN=Atp8b1 PE=1 SV=2 Q148W0 0,0000 0,0035 0,0018 -5,00 

Glutathione S-transferase Mu 1 OS=Mus musculus GN=Gstm1 PE=1 SV=2 P10649 0,0018 0,0017 0,0018 -0,02 

E3 ubiquitin-protein ligase MARCH1 OS=Mus musculus GN=March1 PE=1 SV=2 Q6NZQ8 0,0000 0,0034 0,0017 -5,00 

Macrophage colony-stimulating factor 1 receptor OS=Mus musculus GN=Csf1r PE=1 SV=3 P09581 0,0012 0,0020 0,0016 -0,85 

Alsin OS=Mus musculus GN=Als2 PE=1 SV=3 Q920R0 0,0000 0,0031 0,0016 -5,00 

Ras-related protein Rab-39A OS=Mus musculus GN=Rab39a PE=2 SV=1 Q8BHD0 0,0015 0,0012 0,0013 0,23 

Anion exchange protein 3 OS=Mus musculus GN=Slc4a3 PE=1 SV=2 P16283 0,0014 0,0012 0,0013 0,22 

Synaptotagmin-9 OS=Mus musculus GN=Syt9 PE=1 SV=2 Q9R0N9 0,0015 0,0008 0,0012 0,79 

Ras-related protein Rab-13 OS=Mus musculus GN=Rab13 PE=1 SV=1 Q9DD03 0,0009 0,0012 0,0011 -0,48 

Ephrin type-A receptor 2 OS=Mus musculus GN=Epha2 PE=1 SV=3 Q03145 0,0007 0,0013 0,0010 -0,90 

Tubulin beta-1 chain OS=Mus musculus GN=Tubb1 PE=1 SV=1 A2AQ07 0,0014 0,0006 0,0010 1,06 

GTP-binding nuclear protein Ran, testis-specific isoform OS=Mus musculus GN=Rasl2-9 PE=2 SV=1 Q61820 0,0019 0,0000 0,0009 5,00 

Keratin, type II cytoskeletal 7 OS=Mus musculus GN=Krt7 PE=1 SV=1 Q9DCV7 0,0009 0,0003 0,0006 1,39 

Keratin, type II cytoskeletal 8 OS=Mus musculus GN=Krt8 PE=1 SV=4 P11679 0,0005 0,0006 0,0005 -0,35 

Tyrosine-protein kinase Lyn OS=Mus musculus GN=Lyn PE=1 SV=4 P25911 0,0008 0,0000 0,0004 5,00 



 





















 













 



 

 

 

 

 

 

 


