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HVS1 
AcqA 
 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR303.1(Acq_XXXV)15996.ab1     --.......................................................................................................        103 

PCR317.7(Acq_XXXV)15996.ab1     --...................................R...................................................................        103 

PCR300.1(Acq_XXXV)16117.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR304.1(Acq_VIII)16117.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR216.9(Acq_XXXV)16209.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR268.1(Acq_VIII)16209K.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR136.6(Acq_VIII)16287.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR320.2(Acq_XXX)16287.ab1      ---------------------------------------------------------------------------------------------------------          0 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR303.1(Acq_XXXV)15996.ab1     ........................C...............                                                                         143 

PCR317.7(Acq_XXXV)15996.ab1     ........................C...............                                                                         143 

PCR300.1(Acq_XXXV)16117.ab1     ----------------........C..........................A.....................................................         89 

PCR304.1(Acq_VIII)16117.ab1     ----------------........C..........................A.....................................................         89 

PCR216.9(Acq_XXXV)16209.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR268.1(Acq_VIII)16209K.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR136.6(Acq_VIII)_16287.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR320.2(Acq_XXX)16287.ab1      ---------------------------------------------------------------------------------------------------------          0 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR303.1(Acq_XXXV)15996.ab1                                                                                                                      143 

PCR317.7(Acq_XXXV)15996.ab1                                                                                                                      143 

PCR300.1(Acq_XXXV)16117.ab1     ..........................                                                                                       115 

PCR304.1(Acq_VIII)16117.ab1     ..........................                                                                                       115 

PCR216.9(Acq_XXXV)16209.ab1     -----..............................................................................T...T.T...............        100 

PCR268.1(Acq_VIII)16209K.ab1    ---................................................................................T...T.T...............        102 

PCR136.6(Acq_VIII)16287.ab1     ---------------------------------------------------------------------------------..T...T.T...............         24 

PCR320.2(Acq_XXX)16287.ab1      ---------------------------------------------------------------------------------..T...T.T...............         24 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+ 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400     16410 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+ 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC            16410 

PCR303.1(Acq_XXXV)15996.ab1                                                                                                                      143 

PCR317.7(Acq_XXXV)15996.ab1                                                                                                                      143 

PCR300.1(Acq_XXXV)16117.ab1                                                                                                                      115 

PCR304.1(Acq_VIII)16117.ab1                                                                                                                      115 



PCR216.9(Acq_XXXV)16209.ab1     ...........                                                                                                      111 

PCR268.1(Acq_VIII)16209K.ab1    ...........                                                                                                      113 

PCR136.6(Acq_VIII)16287.ab1     ..................................................................................................               122 

PCR320.2(Acq_XXX)16287.ab1      ..................................................................................................               122 

 

LV60/1 
                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                 16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                   TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR234.2(LV60-1_IX)16117K.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                      16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                   TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR234.2(LV60-1_IX)16117K.ab1 -----------------............N........................R....................................T.............         88 

 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                 16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                   AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR234.2(LV60-1_IX)16117K.ab1 ...........                                                                                                       99 

 

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                      16320     16330     16340     16350     16360     16370     16380     16390     16400      

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                   ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR234.2(LV60-1_IX)16117K.ab1                                                                                                                   99 

 

  



LV60/2 
 

 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                      16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                        AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR216.2(LV60-2_XXXIV)16209K.ab1   ---.Y.......R..........................................................T........................                  93 

PCR313.2(LV60-2_XXXIV)16287.ab1    ----------------------------------------------------------------------------------.......................         23 

 

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                           16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                        ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR216.2(LV60-2_ExXXXIV)16209k.ab1                                                                                                                   93 

PCR313.2(LV60-2_XXXIV)16287.ab1    ............................................C.....................................................               121 

 

 

 

 

 

 

 

 

  



LV60/4 
 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR234.4(LV60-4_XXXVI)16117K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR252.2(LV60-4_XXXVI)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR256.1(LV60-4_XXXVI)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR318.6(LV60-4_XXXVI)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR305.2(LV60-4_XXXVI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR319.1(LV60-4_XXXVI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR302.1(LV60-4_XXXVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR234.4(LV60-4_XXXVI)16117K.ab1 ------------------...........N...........................                                                         39 

PCR252.2(LV60-4_XXXVI)16117.ab1  ---------------------.............................................................Y......................         84 

PCR256.1(LV60-4_XXXVI)16117.ab1  ----------------.........................................................................................         89 

PCR318.6(LV60-4_XXXVI)16117.ab1  ----------------...................................................T.....................................         89 

PCR305.2(LV60-4_XXXVI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR319.1(LV60-4_XXXVI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR302.1(LV60-4_XXXVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR234.4(LV60-4_XXXVI)16117K.ab1                                                                                                                   39 

PCR252.2(LV60-4_XXXVI)16117.ab1  .................Y........                                                                                       110 

PCR256.1(LV60-4_XXXVI)16117.ab1  .................Y................................                                                               139 

PCR318.6(LV60-4_XXXVI)16117.ab1  ....T..........T.C........                                                                                       115 

PCR305.2(LV60-4_XXXVI)16209.ab1  ----------..............................................................................................Y         95 

PCR319.1(LV60-4_XXXVI)16209.ab1  -----....................................................................................................        100 

PCR302.1(LV60-4_XXXVI)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR234.4(LV60-4_XXXVI)16117K.ab1                                                                                                                   39 

PCR252.2(LV60-4_XXXVI)16117.ab1                                                                                                                   110 

PCR256.1(LV60-4_XXXVI)16117.ab1                                                                                                                   139 

PCR318.6(LV60-4_XXXVI)16117.ab1                                                                                                                   115 

PCR305.2(LV60-4_XXXVI)16209.ab1  ....................................                                                                             131 

PCR319.1(LV60-4_XXXVI)16209.ab1  ..............................................--.........                                                        155 

PCR302.1(LV60-4_XXXVI)16287.ab1  ..................................................C...............................................               122 

  



LV75/2 
 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR327.2(LV75-2_XXXII)15996.ab1  .---------------------------.............................................................................         78 

PCR327.2(LV75-2_XXXII)16142.ab1  .........................................................................................................         38 

PCR213.6(LV75-2_XXXII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR318.2(LV75-2_XXXII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR214.6(LV75-2_XXXII)16209k.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR329.3(LV75-2_XXXII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR329.3(LV75-2_XXXII)16348.ab1  ---------------------------------------------------------------------------------------------------------        136 

PCR272.2(LV75-2_XXXII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR306.1(LV75-2_XXXII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR330.2(LV75-2_XXXII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR327.2(LV75-2_XXXII)15996.ab1  ........................C...............                                                                         118 

PCR327.2(LV75-2_XXXII)16142.ab1  ........................C............                                                                              1 

PCR213.6(LV75-2_XXXII)16117.ab1  ---------------------------------...................................................                              51 

PCR318.2(LV75-2_XXXII)16117.ab1  -------------------.....C.....................Y.Y.....................................Y..................         88 

PCR214.6(LV75-2_XXXII)16209k.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR329.3(LV75-2_XXXII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR329.3(LV75-2_XXXII)16348.ab1  ---------------------------------------------------------------------------------------------------------        136 

PCR272.2(LV75-2_XXXII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR306.1(LV75-2_XXXII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR330.2(LV75-2_XXXII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR310.2(LV75-2_XVIII)15996.ab1  ........................................                                                                         144 

PCR317.2(LV75-2_XVIII)15996.ab1  ........................................                                                                         145 

PCR318.1(LV75-2_XVIII)16117.ab1  ----------------.......................................................................Y.................         89 

PCR328.2(LV75_XVIII)16117.ab1    ----------------........Y......Y....................................................Y..Y.................         89 

PCR328.2(LV75_XVIII)16233.ab1    -------------------------------------------------------------.......................Y..Y.................         21 

PCR268.3(LV75-2_XVIII)16209_K.ab1---------------------------------------------------------------------------------------------------------          0 

PCR329.2(LV75_XVIII)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR329.2(LV75_XVIII)16348.ab1    ---------------------------------------------------------------------------------------------------------        136 

PCR302.2(LV75-2_XVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          1 

 

  



                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR327.2(LV75-2_XXXII)15996.ab1                                                                                                                   118 

PCR327.2(LV75-2_XXXII)16142.ab1                                                                                                                     1 

PCR213.6(LV75-2_XXXII)16117.ab1                                                                                                                    51 

PCR318.2(LV75-2_XXXII)16117.ab1  ..........................                                                                                       114 

PCR214.6(LV75-2_XXXII)16209k.ab1 -----------------------.........................................................................                  73 

PCR329.3(LV75-2_XXXII)16209.ab1  ------...................................................................................................        100 

PCR329.3(LV75-2_XXXII)16348.ab1  ---......................................................................................................         34 

PCR272.2(LV75-2_XXXII)16287.ab1  -----------------------------------------------------------------------------------......................         22 

PCR306.1(LV75-2_XXXII)16287.ab1  ----------------------------------------------------------------------------------.......................         23 

PCR330.2(LV75-2_XXXII)16287.ab1  ---------------------------------------------------------------------------------........................         24 

PCR310.2(LV75-2_XVIII)15996.ab1                                                                                                                   144 

PCR317.2(LV75-2_XVIII)15996.ab1                                                                                                                   145 

PCR318.1(LV75-2_XVIII)16117.ab1  ..........................                                                                                       115 

PCR328.2(LV75_XVIII)16117.ab1    ..........................                                                                                       115 

PCR328.2(LV75_XVIII)16233.ab1    ....................                                                                                               1 

PCR268.3(LV75-2_XVIII)16209_K.ab1---.............................................................................................                  93 

PCR329.2(LV75_XVIII)16209.ab1    -----....................................................................................................        100 

PCR329.2(LV75_XVIII)16348.ab1    ---......................................................................................................         34 

PCR302.2(LV75-2_XVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          1 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR327.2(LV75-2_XXXII)15996.ab1                                                                                                                   118 

PCR327.2(LV75-2_XXXII)16142.ab1                                                                                                                     1 

PCR213.6(LV75-2_XXXII)16117.ab1                                                                                                                    51 

PCR318.2(LV75-2_XXXII)16117.ab1                                                                                                                   114 

PCR214.6(LV75-2_XXXII)16209k.ab1                                                                                                                   73 

PCR329.3(LV75-2_XXXII)16209.ab1  ....................................                                                                             136 

PCR329.3(LV75-2_XXXII)16348.ab1  .................................                                                                                  1 

PCR272.2(LV75-2_XXXII)16287.ab1  ............................................Y...Y.Y...............................................               120 

PCR306.1(LV75-2_XXXII)16287.ab1  ......W.....................................Y...Y.................................................               121 

PCR330.2(LV75-2_XXXII)16287.ab1  ............................................Y...Y.................................................               122 

PCR310.2(LV75-2_XVIII)15996.ab1                                                                                                                   144 

PCR317.2(LV75-2_XVIII)15996.ab1                                                                                                                   145 

PCR318.1(LV75-2_XVIII)16117.ab1                                                                                                                   115 

PCR328.2(LV75_XVIII)16117.ab1                                                                                                                     115 

PCR328.2(LV75_XVIII)16233.ab1                                                                                                                       1 

PCR268.3(LV75-2_XVIII)16209_K.ab1                                                                                                                  93 

PCR329.2(LV75_XVIII)16209.ab1    ....................................                                                                             136 

PCR329.2(LV75_XVIII)16348.ab1    .................................                                                                                  1 

PCR302.2(LV75-2_XVIII)16287.ab1  ------------................................Y...Y.Y...............................................                87 

 

 

 

 

 

 

 

 

 



 

 

 

 

LV76/3A 
 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                      16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                        TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR279.1(LV76-3a_XXXVII)16142.ab1  ------------------.......................................................................................         38 

PCR251.6(LV76-3a_XXXVII)16233.ab1  ---------------------------------------------------------------------------------------------------------         69 

PCR268.4(LV76-3a_XXXVII)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR301.1(LV76-3a_XXXVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR301.1(LV76-3a_XXXVII)16348.ab1  ---------------------------------------------------------------------------------------------------------        136 

PCR272.8(LV76-3a_XXXVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                           16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                        TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR279.1(LV76-3a_XXXVII)16142.ab1  ............A........................                                                                              1 

PCR251.6(LV76-3a_XXXVII)16233.ab1  ----------------.............................A........................C.............                               1 

PCR268.4(LV76-3a_XXXVII)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR301.1(LV76-3a_XXXVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR301.1(LV76-3a_XXXVII)16348.ab1  ---------------------------------------------------------------------------------------------------------        136 

PCR272.8(LV76-3a_XXXVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                      16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                        AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR279.1(LV76-3a_XXXVII)16142.ab1                                                                                                                     1 

PCR251.6(LV76-3a_XXXVII)16233.ab1                                                                                                                     1 

PCR268.4(LV76-3a_XXXVII)16209K.ab1 -----...........................................................................................                  91 

PCR301.1(LV76-3a_XXXVII)16209.ab1  -----....................................................................................................        100 

PCR301.1(LV76-3a_XXXVII)16348.ab1  ---......................................................................................................         34 

PCR272.8(LV76-3a_XXXVII)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                           16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                        ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR279.1(LV76-3a_XXXVII)16142.ab1                                                                                                                     1 

PCR251.6(LV76-3a_XXXVII)16233.ab1                                                                                                                     1 

PCR268.4(LV76-3a_XXXVII)16209K.ab1                                                                                                                   91 

PCR301.1(LV76-3a_XXXVII)16209.ab1  ....G.............................                                                                               134 

PCR301.1(LV76-3a_XXXVII)16348.ab1  ....G............................                                                                                  1 

PCR272.8(LV76-3a_XXXVII)16287.ab1  ....G..............................................................S..Y...........................               122 

 

 

  



LV76/3B 
                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR234.5(LV76-3b_XXXV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR216.6(LV76-3b_XXXV)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR234.5(LV76-3b_XXXV)16117.ab1  ------------------------------....................................................T......................         75 

PCR216.6(LV76-3b_XXXV)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR234.5(LV76-3b_XXXV)16117.ab1  ....                                                                                                              79 

PCR216.6(LV76-3b_XXXV)16209K.ab1 -----...........................................................................................                  91 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR234.5(LV76-3b_XXXV)16117.ab1                                                                                                                    79 

PCR216.6(LV76-3b_XXXV)16209K.ab1                                                                                                                   91 

 

 

 

 

 

  



Mezzo2 
 

                            ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                               16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                            ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                 TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR188.2(MZ2_XXII)16333.ab1 ---------------------------------------------------------------------------------------------------------         55 

 

                            --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                    16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                            --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                 TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR188.2(MZ2_XXII)16333.ab1 ---------------------------------------------------------------------------------------------------------         55 

 

                            ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                               16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                            ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                 AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR188.2(MZ2_XXII)16333.ab1 -------------------------------------------------------------------------............T.T.................         23 

 

                            --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                    16320     16330     16340     16350     16360     16370     16380     16390     16400      

                            --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                 ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR188.2(MZ2_XXII)16333.ab1 ......................                                                                                             1 

 

 

  



MP1a 
                           ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                              16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                           ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR255.1(MP1_XVI)15996.ab1 ........................................G..........................K....................S................        105 

PCR255.1(MP1_XVI)16142.ab1 ........................................G................................................................         41 

PCR303.6(MP1_XVI)15996.ab1 --................-.....................G................................................................        102 

PCR256.2(MP1_XVI)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR304.5(MP1_XVI)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR285.3(MP1_XVI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR285.3(MP1_XVI)16348.ab1 ---------------------------------------------------------------------------------------------------------        137 

PCR301.4(MP1_XVI)16348.ab1 ---------------------------------------------------------------------------------------------------------        133 

PCR319.4(MP1_XVI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR164.12(MP1_XVI)16410.ab1---------------------------------------------------------------------------------------------------------        112 

PCR258.3(MP1_XVI)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

 

                           --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                   16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                           --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR255.1(MP1_XVI)15996.ab1 ........................C...............                                                                         145 

PCR255.1(MP1_XVI)16142.ab1 ........................C...............                                                                           1 

PCR303.6(MP1_XVI)15996.ab1 ........................C...............                                                                         142 

PCR256.2(MP1_XVI)16117.ab1 -----------------.......C................................................................................         88 

PCR304.5(MP1_XVI)16117.ab1 -----------------.......C................................................................................         88 

PCR285.3(MP1_XVI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR285.3(MP1_XVI)16348.ab1 ---------------------------------------------------------------------------------------------------------        137 

PCR301.4(MP1_XVI)16348.ab1 ---------------------------------------------------------------------------------------------------------        133 

PCR319.4(MP1_XVI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR164.12(MP1_XVI)16410.ab1---------------------------------------------------------------------------------------------------------        112 

PCR258.3(MP1_XVI)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

 

                           ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                              16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                           ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR255.1(MP1_XVI)15996.ab1                                                                                                                  145 

PCR255.1(MP1_XVI)16142.ab1                                                                                                                    1 

PCR303.6(MP1_XVI)15996.ab1                                                                                                                  142 

PCR256.2(MP1_XVI)16117.ab1 ..........................                                                                                       114 

PCR304.5(MP1_XVI)16117.ab1 ..........................                                                                                       114 

PCR285.3(MP1_XVI)16209.ab1 ----------------------------------.....................................................T.T.......C.......         71 

PCR285.3(MP1_XVI)16348.ab1 ---..................Y.................................................................T.T.......C.......         35 

PCR301.4(MP1_XVI)16348.ab1 ---....................................................................................T.T.......C.......         31 

PCR319.4(MP1_XVI)16209.ab1 ------.................................................................................T.T.......C.......         99 

PCR164.12(MP1_XVI)16410.ab1---------------------------------------------------------------------------------......T.T.......C.......         88 

PCR258.3(MP1_XVI)16287.ab1 ---------------------------------------------------------------------------------......T.T.......C.......         24 

 

  



 

                           --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                   16320     16330     16340     16350     16360     16370     16380     16390     16400      

                           --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR255.1(MP1_XVI)15996.ab1                                                                                                                  145 

PCR255.1(MP1_XVI)16142.ab1                                                                                                                    1 

PCR303.6(MP1_XVI)15996.ab1                                                                                                                  142 

PCR256.2(MP1_XVI)16117.ab1                                                                                                                  114 

PCR304.5(MP1_XVI)16117.ab1                                                                                                                  114 

PCR285.3(MP1_XVI)16209.ab1 ....................................                                                                             107 

PCR285.3(MP1_XVI)16348.ab1 ..................................                                                                                 1 

PCR301.4(MP1_XVI)16348.ab1 ......................K.......                                                                                     1 

PCR319.4(MP1_XVI)16209.ab1 ....................................                                                                             135 

PCR164.12(MP1_XVI)16410.ab1..............W........................................................................                            1 

PCR258.3(MP1_XVI)16287.ab1 ..................................................................................................               122 

 

 

 

 

 

 

 

 



MP1b 
                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR287.1(MP1_XXXVIII)16142.ab1  .......S.................................................................................................         41 

PCR237.2(MP1_XXXVIII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR237.2(MP1_XXXVIII)16233.ab1  ---------------------------------------------------------------------------------------------------------         59 

PCR300.7(MP1_XXXVIII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR268.5(MP1_XXXVIII)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR286.3(MP1_XXXVIII)16348.ab1  ---------------------------------------------------------------------------------------------------------        106 

PCR305.4(MP1_XXXVIII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR219.2(MP1_XXXVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR219.2(MP1_XXXVIII)16410.ab1  ---------------------------------------------------------------------------------------------------------        121 

PCR302.5(MP1_XXXVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR287.1(MP1_XXXVIII)16142.ab1  ........................................                                                                           1 

PCR237.2(MP1_XXXVIII)16117.ab1  ----------------.........................................................................................         89 

PCR237.2(MP1_XXXVIII)16233.ab1  -------------------------------------..........................................................                    1 

PCR300.7(MP1_XXXVIII)16117.ab1  ----------------.........................................................................................         89 

PCR268.5(MP1_XXXVIII)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR286.3(MP1_XXXVIII)16348.ab1  ---------------------------------------------------------------------------------------------------------        106 

PCR305.4(MP1_XXXVIII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR219.2(MP1_XXXVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR219.2(MP1_XXXVIII)16410.ab1  ---------------------------------------------------------------------------------------------------------        121 

PCR302.5(MP1_XXXVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR287.1(MP1_XXXVIII)16142.ab1                                                                                                                     1 

PCR237.2(MP1_XXXVIII)16117.ab1  ..........................                                                                                       115 

PCR237.2(MP1_XXXVIII)16233.ab1                                                                                                                     1 

PCR300.7(MP1_XXXVIII)16117.ab1  ..........................                                                                                       115 

PCR268.5(MP1_XXXVIII)16209K.ab1 ----...........................................................T................................                  92 

PCR286.3(MP1_XXXVIII)16348.ab1  ------------------------------------...........................T........................................Y         37 

PCR305.4(MP1_XXXVIII)16209.ab1  ----...........................................................T........................................Y        101 

PCR219.2(MP1_XXXVIII)16287.ab1  ---------------------------------------------------------------------------------.......................C         24 

PCR219.2(MP1_XXXVIII)16410.ab1  ---------------------------------------------------------------------------------.......................C         97 

PCR302.5(MP1_XXXVIII)16287.ab1  ---------------------------------------------------------------------------------.......................C         24 

 

 

  



                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR287.1(MP1_XXXVIII)16142.ab1                                                                                                                     1 

PCR237.2(MP1_XXXVIII)16117.ab1                                                                                                                   115 

PCR237.2(MP1_XXXVIII)16233.ab1                                                                                                                     1 

PCR300.7(MP1_XXXVIII)16117.ab1                                                                                                                   115 

PCR268.5(MP1_XXXVIII)16209K.ab1                                                                                                                   92 

PCR286.3(MP1_XXXVIII)16348.ab1  ....R...............................                                                                               1 

PCR305.4(MP1_XXXVIII)16209.ab1  ....................................                                                                             137 

PCR219.2(MP1_XXXVIII)16287.ab1  ...........................................T......................................................               122 

PCR219.2(MP1_XXXVIII)16410.ab1  ..............W............................T....................................................                   1 

PCR302.5(MP1_XXXVIII)16287.ab1  ...........................................T......................................................               122 

 

 

 

 

 

 

 

 

 

 

 

 

  



MP2a 
 

                          ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                             16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                          ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1               TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR179.5(MP2_X)15996.ab1  ---------...............................................................T................................         96 

PCR179.5(MP2_X)16142.ab1  .......M.......M.M......................................................T................................         36 

PCR259.10(MP2_X)15996.ab1 --......................................................................T...............S................        103 

PCR259.10(MP2_X)16142.ab1 .......S................................................................T................................         41 

PCR260.1(MP2_X)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR304.4(MP2_X)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR285.4(MP2_X)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR285.4(MP2_X)16348.ab1  ---------------------------------------------------------------------------------------------------------        138 

PCR301.2(MP2_X)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR301.2(MP2_X)16348.ab1  ---------------------------------------------------------------------------------------------------------        137 

PCR330.3(MP2_X)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                          --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                  16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                          --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1               TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR179.5(MP2_X)15996.ab1  ........................Y...............                                                                         136 

PCR179.5(MP2_X)16142.ab1  ........................C..........                                                                                1 

PCR259.10(MP2_X)15996.ab1 ..........M....W........C...............                                                                         143 

PCR259.10(MP2_X)16142.ab1 ........................C...............                                                                           1 

PCR260.1(MP2_X)16117.ab1  -----------------.......C................................................................................         88 

PCR304.4(MP2_X)16117.ab1  ----------------........C................................................................................         89 

PCR285.4(MP2_X)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR285.4(MP2_X)16348.ab1  ---------------------------------------------------------------------------------------------------------        138 

PCR301.2(MP2_X)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR301.2(MP2_X)16348.ab1  ---------------------------------------------------------------------------------------------------------        137 

PCR330.3(MP2_X)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                          ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                             16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                          ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1               AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR179.5(MP2_X)15996.ab1                                                                                                                   136 

PCR179.5(MP2_X)16142.ab1                                                                                                                     1 

PCR259.10(MP2_X)15996.ab1                                                                                                                  143 

PCR259.10(MP2_X)16142.ab1                                                                                                                    1 

PCR260.1(MP2_X)16117.ab1  ..........................                                                                                       114 

PCR304.4(MP2_X)16117.ab1  ..........................                                                                                       115 

PCR285.4(MP2_X)16209.ab1  -------------------------------..........................................................................         74 

PCR285.4(MP2_X)16348.ab1  ---......................................................................................................         36 

PCR301.2(MP2_X)16209.ab1  -----....................................................................................................        100 

PCR301.2(MP2_X)16348.ab1  ---......................................................................................................         35 

PCR330.3(MP2_X)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

 

  



                          --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                  16320     16330     16340     16350     16360     16370     16380     16390     16400      

                          --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1               ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR179.5(MP2_X)15996.ab1                                                                                                                   136 

PCR179.5(MP2_X)16142.ab1                                                                                                                     1 

PCR259.10(MP2_X)15996.ab1                                                                                                                  143 

PCR259.10(MP2_X)16142.ab1                                                                                                                    1 

PCR260.1(MP2_X)16117.ab1                                                                                                                   114 

PCR304.4(MP2_X)16117.ab1                                                                                                                   115 

PCR285.4(MP2_X)16209.ab1  ....................................                                                                             110 

PCR285.4(MP2_X)16348.ab1  ...................................                                                                                1 

PCR301.2(MP2_X)16209.ab1  ....................................                                                                             136 

PCR301.2(MP2_X)16348.ab1  ..................................                                                                                 1 

PCR330.3(MP2_X)16287.ab1  ..................................................................................................               122 

 

 

 

 

 

 

 

 

 

 

 

  



MP2b 
                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR310.3(MP2_XXXVIII)15996.ab1 -...............................................................................................C........        104 

PCR317.5(MP2_XXXVIII)15996.ab1 --------------..................................................................................C........         91 

PCR237.5(MP2_XXXVIII)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR300.5(MP2_XXXVIII)16233.ab1 ---------------------------------------------------------------------------------------------------------        114 

PCR286.4(MP2_XXXVIII)16348.ab1 ---------------------------------------------------------------------------------------------------------        139 

PCR305.3(MP2_XXXVIII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR219.5(MP2_XXXVIII)16287.ab1 ..-------------------------------------------------------------------------------------------------------          2 

PCR306.2(MP2_XXXVIII)16410.ab1 ..-------------------------------------------------------------------------------------------------------        119 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                       16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                    TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR310.3(MP2_XXXVIII)15996.ab1 ........................................                                                                         144 

PCR317.5(MP2_XXXVIII)15996.ab1 ........................................                                                                         131 

PCR237.5(MP2_XXXVIII)16117.ab1 ----------------.........................................................................................         89 

PCR300.5(MP2_XXXVIII)16233.ab1 ----------------.........................................................................................         25 

PCR286.4(MP2_XXXVIII)16348.ab1 ---------------------------------------------------------------------------------------------------------        139 

PCR305.3(MP2_XXXVIII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR219.5(MP2_XXXVIII)16287.ab1 ---------------------------------------------------------------------------------------------------------          2 

PCR306.2(MP2_XXXVIII)16410.ab1 ---------------------------------------------------------------------------------------------------------        119 

 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR310.3(MP2_XXXVIII)15996.ab1                                                                                                                  144 

PCR317.5(MP2_XXXVIII)15996.ab1                                                                                                                  131 

PCR237.5(MP2_XXXVIII)16117.ab1 .................C........                                                                                       115 

PCR300.5(MP2_XXXVIII)16233.ab1 .................C......                                                                                           1 

PCR286.4(MP2_XXXVIII)16348.ab1 ---..............C......................................................................................C         37 

PCR305.3(MP2_XXXVIII)16209.ab1 ----.............C......................................................................................C        101 

PCR219.5(MP2_XXXVIII)16287.ab1 -----------------------------------------------------------------------------------.....................C         24 

PCR306.2(MP2_XXXVIII)16410.ab1 -----------------------------------------------------------------------------------.....................C         97 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                       16320     16330     16340     16350     16360     16370     16380     16390     16400      

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                    ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR310.3(MP2_XXXVIII)15996.ab1                                                                                                                  144 

PCR317.5(MP2_XXXVIII)15996.ab1                                                                                                                  131 

PCR237.5(MP2_XXXVIII)16117.ab1                                                                                                                  115 

PCR300.5(MP2_XXXVIII)16233.ab1                                                                                                                    1 

PCR286.4(MP2_XXXVIII)16348.ab1 ....................................                                                                               1 

PCR305.3(MP2_XXXVIII)16209.ab1 ....................................                                                                             137 

PCR219.5(MP2_XXXVIII)16287.ab1 ..................................................................................................               122 

PCR306.2(MP2_XXXVIII)16410.ab1 ................................................................................................                   1 

 

 

 

 



 

 

MP3 
 

 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR217.8(MP3_XXXVII)16287.ab1  ---------------------------------------------------------------------------------.......................C         24 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                       16320     16330     16340     16350     16360     16370     16380     16390     16400      

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                    ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR217.8(MP3_XXXVII)16287^.ab1 ..................................................................................................                98 

  



MP6 
 

                             ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                             ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                  TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR179.6(MP6_XI)15996.ab1    .........................................................................................................        105 

PCR179.6(MP6_XI)16142.ab1    .........................................................................................................         41 

PCR310.4(MP6_XI)16142.ab1    .........................................................................................................         40 

PCR266.10(MP6_XI)16117.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR266.10(MP6_XI)16233.ab1   ---------------------------------------------------------------------------------------------------------         58 

PCR300.8(MP6_XI)16233.ab1    ---------------------------------------------------------------------------------------------------------        114 

PCR268.6(MP6_XVII)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR285.5(MP6_XI)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR285.5(MP6_XI)16348.ab1    ---------------------------------------------------------------------------------------------------------         86 

PCR151.2(MP6_XI)16410.ab1    ---------------------------------------------------------------------------------------------------------        120 

 

 

                             --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                     16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                             --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                  TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR179.6(MP6_XI)15996.ab1    ........................................                                                                         145 

PCR179.6(MP6_XI)16142.ab1    ........................................                                                                           1 

PCR310.4(MP6_XI)16142.ab1    .......................................                                                                            1 

PCR266.10(MP6_XI)16117.ab1   ----------------.........................................................................................         89 

PCR266.10(MP6_XI)16233.ab1   --------------------------------------.........................................................                    1 

PCR300.8(MP6_XI)16233.ab1    ----------------.........................................................................................         25 

PCR268.6(MP6_XVII)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR285.5(MP6_XI)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR285.5(MP6_XI)16348.ab1    ---------------------------------------------------------------------------------------------------------         86 

PCR151.2(MP6_XI)16410.ab1    ---------------------------------------------------------------------------------------------------------        120 

 

 

                             ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                             ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                  AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR179.6(MP6_XI)15996.ab1                                                                                                                     145 

PCR179.6(MP6_XI)16142.ab1                                                                                                                       1 

PCR310.4(MP6_XI)16142.ab1                                                                                                                       1 

PCR266.10(MP6_XI)16117.ab1   ..........................                                                                                       115 

PCR266.10(MP6_XI)16233.ab1                                                                                                                      1 

PCR300.8(MP6_XI)16233.ab1    ........................                                                                                           1 

PCR268.6(MP6_XVII)16209K.ab1 ----.......................................................................................C....                  92 

PCR285.5(MP6_XI)16209.ab1    -----------................................................................................C.............         94 

PCR285.5(MP6_XI)16348.ab1    -------------------------------------------------------....................................C.............         36 

PCR151.2(MP6_XI)16410.ab1    ---------------------------------------------------------------------------------..........C.............         96 

 

 

 

  



                             --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                     16320     16330     16340     16350     16360     16370     16380     16390     16400      

                             --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                  ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR179.6(MP6_XI)15996.ab1                                                                                                                     145 

PCR179.6(MP6_XI)16142.ab1                                                                                                                       1 

PCR310.4(MP6_XI)16142.ab1                                                                                                                       1 

PCR266.10(MP6_XI)16117.ab1                                                                                                                    115 

PCR266.10(MP6_XI)16233.ab1                                                                                                                      1 

PCR300.8(MP6_XI)16233.ab1                                                                                                                       1 

PCR268.6(MP6_XVII)16209K.ab1                                                                                                                   92 

PCR285.5(MP6_XI)16209.ab1    ....................................                                                                             130 

PCR285.5(MP6_XI)16348.ab1    ...................................                                                                                1 

PCR151.2(MP6_XI)16410.ab1    ...............................................................................................                    1 

 

 

 

 

 

 

 

 

 

 

 

  



MP7a 
                            ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                               16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                            ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                 TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR268.7(MP7_XXI)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR172_3(MP7_XXI)16287.ab1  ..-------------------------------------------------------------------------------------------------------          2 

 

                            --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                    16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                            --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                 TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR268.7(MP7_XXI)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR172_3(MP7_XXI)16287.ab1  ---------------------------------------------------------------------------------------------------------          2 

 

                            ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                               16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                            ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                 AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR268.7(MP7_XXI)16209K.ab1 ----...........................................................T................................                  92 

PCR172_3(MP7_XXI)16287.ab1  -----------------------------------------------------------------------------------.....................C         24 

 

                            --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                    16320     16330     16340     16350     16360     16370     16380     16390     16400      

                            --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                 ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR268.7(MP7_XXI)16209K.ab1                                                                                                                   92 

PCR172_3(MP7_XXI)16287.ab1  ...........................................T......................................................               122 

 

 

 

 

 

 

  



MP7b 
                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                 16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                   TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR249.10(MP7_XXXIX)15996.ab1 .........................................................................................................        105 

PCR249.10(MP7_XXXIX)16142.ab1 .........................................................................................................         41 

PCR237.8(MP7_XXXIX)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR285.6(MP7_XXXIX)16348.ab1  ---------------------------------------------------------------------------------------------------------         58 

PCR220.3(MP7_XXXIX)16287.ab1  ---------------------------------------------------------------------------------------------------------          2 

 

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                      16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                   TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR249.10(MP7_XXXIX)15996.ab1 ........................................                                                                         145 

PCR249.10(MP7_XXXIX)16142.ab1 ........................................                                                                           1 

PCR237.8(MP7_XXXIX)16117.ab1  ----------------.......................................................................C....                      76 

PCR285.6(MP7_XXXIX)16348.ab1  ---------------------------------------------------------------------------------------------------------         58 

PCR220.3(MP7_XXXIX)16287.ab1  ---------------------------------------------------------------------------------------------------------          2 

 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                 16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                   AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR249.10(MP7_XXXIX)15996.ab1                                                                                                                  145 

PCR249.10(MP7_XXXIX)16142.ab1                                                                                                                    1 

PCR237.8(MP7_XXXIX)16117.ab1                                                                                                                    76 

PCR285.6(MP7_XXXIX)16348.ab1  -----------------------------------------------------------------------------------......................         36 

PCR220.3(MP7_XXXIX)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                      16320     16330     16340     16350     16360     16370     16380     16390     16400      

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                   ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR249.10(MP7_XXXIX)15996.ab1                                                                                                                  145 

PCR249.10(MP7_XXXIX)16142.ab1                                                                                                                    1 

PCR237.8(MP7_XXXIX)16117.ab1                                                                                                                    76 

PCR285.6(MP7_XXXIX)16348.ab1  ...................................                                                                                1 

PCR220.3(MP7_XXXIX)16287.ab1  ..................................................................................................               122 

 

 

 

 

 

 

  



MP8 
 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                 16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                   TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR216.10(MP8_XXXV)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR162.4(MP8_XVI)16410.ab1    ---------------------------------------------------------------------------------------------------------        110 

PCR164.13(MP8_XVI)16410.ab1   ---------------------------------------------------------------------------------------------------------        106 

 

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                      16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                   TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR216.10(MP8_XXXV)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR162.4(MP8_XVI)16410.ab1    ---------------------------------------------------------------------------------------------------------        110 

PCR164.13(MP8_XVI)16410.ab1   ---------------------------------------------------------------------------------------------------------        106 

 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                 16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                   AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR216.10(MP8_XXXV)16209K.ab1 ----.......................T....................................................................                  92 

PCR162.4(MP8_XVI)16410.ab1    ---------------------------------------------------------------------------------..........Y.............         88 

PCR164.13(MP8_XVI)16410.ab1   ---------------------------------------------------------------------------------..........Y.............         84 

 

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                      16320     16330     16340     16350     16360     16370     16380     16390     16400      

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                   ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR216.10(MP8_XXXV)16209K.ab1                                                                                                                   92 

PCR162.4(MP8_XVI)16410.ab1    ..............W........................................................................                            1 

PCR164.13(MP8_XVI)16410.ab1   ...................................................................................                                1 

 

 

 

 

  



NogII69 
 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR179.9(Nog69_XVIII)15996.ab1 .........................................................................................................        105 

PCR239.2(Nog69_XXIII)16142.ab1 .......S.................................................................................................         41 

PCR243.1(Nog69_XXXIX)15996.ab1 .........................................................................................................        105 

PCR243.1(Nog69_XXXIX)16142.ab1 .........................................................................................................         41 

PCR196.8(Nog69_XVIII)16233.ab1 ---------------------------------------------------------------------------------------------------------         65 

PCR237.6(Nog69_XXXIX)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR237.6(Nog69_XXXIX)16233.ab1 ---------------------------------------------------------------------------------------------------------         77 

PCR240.2(Nog69_XXIII)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR240.2(Nog69_XXIII)16233.ab1 ---------------------------------------------------------------------------------------------------------        104 

PCR245.2(Nog69_XVIII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR301.5(Nog69_XVIII)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR166.3(Nog69_XVIII)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR220.1(Nog69_XXXIX)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR220.1(Nog69_XXXIX)16410.ab1 ---------------------------------------------------------------------------------------------------------        120 

PCR258.4(Nog69_XXIII)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                       16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                    TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR179.9(Nog69_XVIII)15996.ab1 ........................................                                                                         145 

PCR239.2(Nog69_XXIII)16142.ab1 ........................................                                                                           1 

PCR243.1(Nog69_XXXIX)15996.ab1 ........................................                                                                         145 

PCR243.1(Nog69_XXXIX)16142.ab1 ........................................                                                                           1 

PCR196.8(Nog69_XVIII)16233.ab1 ----------------------------................................................................                       1 

PCR237.6(Nog69_XXXIX)16117.ab1 ----------------.........................................................................................         89 

PCR237.6(Nog69_XXXIX)16233.ab1 ----------------............................................................................                       1 

PCR240.2(Nog69_XXIII)16117.ab1 -----------------........................................................................................         88 

PCR240.2(Nog69_XXIII)16233.ab1 ----------------.........................................................................................         15 

PCR245.2(Nog69_XVIII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR301.5(Nog69_XVIII)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR166.3(Nog69_XVIII)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR220.1(Nog69_XXXIX)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR220.1(Nog69_XXXIX)16410.ab1 ---------------------------------------------------------------------------------------------------------        120 

PCR258.4(Nog69_XXIII)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

 

  



                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR179.9(Nog69_XVIII)15996.ab1                                                                                                                  145 

PCR239.2(Nog69_XXIII)16142.ab1                                                                                                                    1 

PCR243.1(Nog69_XXXIX)15996.ab1                                                                                                                  145 

PCR243.1(Nog69_XXXIX)16142.ab1                                                                                                                    1 

PCR196.8(Nog69_XVIII)16233.ab1                                                                                                                    1 

PCR237.6(Nog69_XXXIX)16117.ab1 ..........................                                                                                       115 

PCR237.6(Nog69_XXXIX)16233.ab1                                                                                                                    1 

PCR240.2(Nog69_XXIII)16117.ab1 ..........................                                                                                       114 

PCR240.2(Nog69_XXIII)16233.ab1 .........R....                                                                                                     1 

PCR245.2(Nog69_XVIII)16209.ab1 ----...................................................................................T.........C.......        101 

PCR301.5(Nog69_XVIII)16348.ab1 ---....................................................................................T.........C.......         36 

PCR166.3(Nog69_XVIII)16287.ab1 ----------------------------------------------------------------------------------.....T.........C.......         23 

PCR220.1(Nog69_XXXIX)16287.ab1 ---------------------------------------------------------------------------------......T.........C.......         24 

PCR220.1(Nog69_XXXIX)16410.ab1 ---------------------------------------------------------------------------------......T.........C.......         96 

PCR258.4(Nog69_XXIII)16287.ab1 ---------------------------------------------------------------------------------......T.........C.......         24 

 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                       16320     16330     16340     16350     16360     16370     16380     16390     16400      

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                    ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR179.9(Nog69_XVIII)15996.ab1                                                                                                                  145 

PCR239.2(Nog69_XXIII)16142.ab1                                                                                                                    1 

PCR243.1(Nog69_XXXIX)15996.ab1                                                                                                                  145 

PCR243.1(Nog69_XXXIX)16142.ab1                                                                                                                    1 

PCR196.8(Nog69_XVIII)16233.ab1                                                                                                                    1 

PCR237.6(Nog69_XXXIX)16117.ab1                                                                                                                  115 

PCR237.6(Nog69_XXXIX)16233.ab1                                                                                                                    1 

PCR240.2(Nog69_XXIII)16117.ab1                                                                                                                  114 

PCR240.2(Nog69_XXIII)16233.ab1                                                                                                                    1 

PCR245.2(Nog69_XVIII)16209.ab1 ........T...........................                                                                             137 

PCR301.5(Nog69_XVIII)16348.ab1 ........T..........................                                                                                1 

PCR166.3(Nog69_XVIII)16287.ab1 ........T.........................................................................................               121 

PCR220.1(Nog69_XXXIX)16287.ab1 ........T.........................................................................................               122 

PCR220.1(Nog69_XXXIX)16410.ab1 ........T......................................................................................                    1 

PCR258.4(Nog69_XXIII)16287.ab1 ........T.........................................................................................               122 

 

  



 

 

 

 

 

NogIII75 
 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR243.2(Nog75_XXXVI)15996.ab1  ........................................................................T................................        105 

PCR243.2(Nog75_XXXVI)16142.ab1  ........................................................................T................................         41 

PCR270.6(Nog75_VII)15996.ab1    ........................................................................T................................        105 

PCR310.5(Nog75_VII)16142.ab1    ........................................................................T................................         41 

PCR141.4(Nog75_VII)16117.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR237.11(Nog75_XXXVI)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR237.11(Nog75_XXXVI)16233.ab1 ---------------------------------------------------------------------------------------------------------         40 

PCR140.4(Nog75_VII)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR286.7(Nog75_XXXVI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR135.2(Nog75_VII)16287.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR217.2(Nog75_XXXVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR243.2(Nog75_XXXVI)15996.ab1  ........................C...............                                                                         145 

PCR243.2(Nog75_XXXVI)16142.ab1  ........................C...............                                                                           1 

PCR270.6(Nog75_VII)15996.ab1    ........................C...............                                                                         145 

PCR310.5(Nog75_VII)16142.ab1    ........................C...............                                                                           1 

PCR141.4(Nog75_VII)16117.ab1    ----------------........C..............................................................C.......                   79 

PCR237.11(Nog75_XXXVI)16117.ab1 -----------------.......C..............................................................C....                      75 

PCR237.11(Nog75_XXXVI)16233.ab1 --------------------------------------------------------------------------------.......C.................         15 

PCR140.4(Nog75_VII)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR286.7(Nog75_XXXVI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR135.2(Nog75_VII)16287.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR217.2(Nog75_XXXVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR243.2(Nog75_XXXVI)15996.ab1                                                                                                                   145 

PCR243.2(Nog75_XXXVI)16142.ab1                                                                                                                     1 

PCR270.6(Nog75_VII)15996.ab1                                                                                                                     145 

PCR310.5(Nog75_VII)16142.ab1                                                                                                                       1 

PCR141.4(Nog75_VII)16117.ab1                                                                                                                      79 

PCR237.11(Nog75_XXXVI)16117.ab1                                                                                                                   75 

PCR237.11(Nog75_XXXVI)16233.ab1 ..............                                                                                                     1 

PCR140.4(Nog75_VII)16209.ab1    -------..................................................................................................         98 

PCR286.7(Nog75_XXXVI)16209.ab1  ----------------------------------------------...........................................................         59 

PCR135.2(Nog75_VII)16287.ab1    ------------------------------------------------------------------------------------.....................         21 

PCR217.2(Nog75_XXXVI)16287.ab1  ------------------------------------------------------------------------------------.....................         21 

 



 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR243.2(Nog75_XXXVI)15996.ab1                                                                                                                   145 

PCR243.2(Nog75_XXXVI)16142.ab1                                                                                                                     1 

PCR270.6(Nog75_VII)15996.ab1                                                                                                                     145 

PCR310.5(Nog75_VII)16142.ab1                                                                                                                       1 

PCR141.4(Nog75_VII)16117.ab1                                                                                                                      79 

PCR237.11(Nog75_XXXVI)16117.ab1                                                                                                                   75 

PCR237.11(Nog75_XXXVI)16233.ab1                                                                                                                    1 

PCR140.4(Nog75_VII)16209.ab1    ...............................................--........A                                                       154 

PCR286.7(Nog75_XXXVI)16209.ab1  ...............................................--........                                                        114 

PCR135.2(Nog75_VII)16287.ab1    ..................................................................................................               119 

PCR217.2(Nog75_XXXVI)16287.ab1  ..................................................................................................               119 

  



NogIII78 
                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR155.1(NogIII78_XIII)16333.ab1 ---------------------------------------------------------------------------------------------------------         54 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR155.1(NogIII78_XIII)16333.ab1 ---------------------------------------------------------------------------------------------------------         54 

 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR155.1(NogIII78_XIII)16333.ab1 -------------------------------------------------------------------------................................         22 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR155.1(NogIII78_XIII)16333.ab1 .....................                                                                                              1 

 

  



PdVT2 
                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR243.3(PdVT2_XXXV)15996.ab1  .........................................................................................................        105 

PCR243.3(PdVT2_XXXV)16142.ab1  .........................................................................................................         39 

PCR287.5(PdVT2_XXXV)16142.ab1  .........................................................................................................         41 

PCR237.12(PdVT2_XXXV)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR237.12(PdVT2_XXXV)16233.ab1 ---------------------------------------------------------------------------------------------------------         61 

PCR256.3(PdVT2_XXXV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR328.5(PdVT2_XXXV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR328.5(PdVT2_XXXV)16233.ab1  ---------------------------------------------------------------------------------------------------------         53 

PCR216.8(PdVT2_XXXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR233.2(PdVT2_XXXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR233.2(PdVT2_XXXV)16348.ab1  ---------------------------------------------------------------------------------------------------------        139 

PCR286.9(PdVT2_XXXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR215.8(PdVT2_XXXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR258.5(PdVT2_XXXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                       16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                    TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR243.3(PdVT2_XXXV)15996.ab1  ........................................                                                                         145 

PCR243.3(PdVT2_XXXV)16142.ab1  ......................................                                                                             1 

PCR287.5(PdVT2_XXXV)16142.ab1  ........................................                                                                           1 

PCR237.12(PdVT2_XXXV)16117.ab1 ----------------.......................................................................C....                      76 

PCR237.12(PdVT2_XXXV)16233.ab1 -----------------------------------------------------------------------................C.................         27 

PCR256.3(PdVT2_XXXV)16117.ab1  ----------------.......................................................................C...                       75 

PCR328.5(PdVT2_XXXV)16117.ab1  ----------------.......................................................................C.....                     77 

PCR328.5(PdVT2_XXXV)16233.ab1  -------------------------------------------------------------------------------........C.................         27 

PCR216.8(PdVT2_XXXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR233.2(PdVT2_XXXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR233.2(PdVT2_XXXV)16348.ab1  ---------------------------------------------------------------------------------------------------------        139 

PCR286.9(PdVT2_XXXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR215.8(PdVT2_XXXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR258.5(PdVT2_XXXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

  



                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR243.3(PdVT2_XXXV)15996.ab1                                                                                                                   145 

PCR243.3(PdVT2_XXXV)16142.ab1                                                                                                                     1 

PCR287.5(PdVT2_XXXV)16142.ab1                                                                                                                     1 

PCR237.12(PdVT2_XXXV)16117.ab1                                                                                                                   76 

PCR237.12(PdVT2_XXXV)16233.ab1 ................T.........                                                                                         1 

PCR256.3(PdVT2_XXXV)16117.ab1                                                                                                                    75 

PCR328.5(PdVT2_XXXV)16117.ab1                                                                                                                    77 

PCR328.5(PdVT2_XXXV)16233.ab1  ................T.........                                                                                         1 

PCR216.8(PdVT2_XXXV)16209.ab1  -----...........T......................................................T.................................        100 

PCR233.2(PdVT2_XXXV)16209.ab1  ----............T......................................................T.................................        101 

PCR233.2(PdVT2_XXXV)16348.ab1  ---.............T......................................................T.................................         37 

PCR286.9(PdVT2_XXXV)16209.ab1  -----...........T......................................................T.................................        100 

PCR215.8(PdVT2_XXXV)16287.ab1  ---------------------------------------------------------------------------------........................         24 

PCR258.5(PdVT2_XXXV)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                       16320     16330     16340     16350     16360     16370     16380     16390     16400      

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                    ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR243.3(PdVT2_XXXV)15996.ab1                                                                                                                   145 

PCR243.3(PdVT2_XXXV)16142.ab1                                                                                                                     1 

PCR287.5(PdVT2_XXXV)16142.ab1                                                                                                                     1 

PCR237.12(PdVT2_XXXV)16117.ab1                                                                                                                   76 

PCR237.12(PdVT2_XXXV)16233.ab1                                                                                                                    1 

PCR256.3(PdVT2_XXXV)16117.ab1                                                                                                                    75 

PCR328.5(PdVT2_XXXV)16117.ab1                                                                                                                    77 

PCR328.5(PdVT2_XXXV)16233.ab1                                                                                                                     1 

PCR216.8(PdVT2_XXXV)16209.ab1  ...........                                                                                                      111 

PCR233.2(PdVT2_XXXV)16209.ab1  ....................................                                                                             137 

PCR233.2(PdVT2_XXXV)16348.ab1  ....................................                                                                               1 

PCR286.9(PdVT2_XXXV)16209.ab1  ....................................                                                                             136 

PCR215.8(PdVT2_XXXV)16287.ab1  ..................................................................................................               122 

PCR258.5(PdVT2_XXXV)16287.ab1  ..................................................................................................               122 

 

 

 

 

 

 

 

 

 

  



PdVT3 
 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR142.5(PdVT3_VII)15996.ab1    -------..................................................................................................         98 

PCR243.4(PdVT3_XXXVI)15996.ab1  .........................................................................................................        105 

PCR243.4(PdVT3_XXXVI)16142.ab1  .......S.................................................................................................         41 

PCR141.5(PdVT3_VII)16233.ab1    ---------------------------------------------------------------------------------------------------------         87 

PCR238.11(PdVT3_XXXVI)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR238.11(PdVT3_XXXVI)16233.ab1 ---------------------------------------------------------------------------------------------------------         79 

PCR140.5(PdVT3_VII)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR233.3(PdVT3_XXXVI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR233.3(PdVT3_XXXVI)16348.ab1  ---------------------------------------------------------------------------------------------------------        139 

PCR135.8(PdVT3_VII)16287.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR217.3(PdVT3_XXXVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          2 

 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR142.5(PdVT3_VII)15996.ab1    ........................................                                                                         138 

PCR243.4(PdVT3_XXXVI)15996.ab1  ........................................                                                                         145 

PCR243.4(PdVT3_XXXVI)16142.ab1  ........................................                                                                           1 

PCR141.5(PdVT3_VII)16233.ab1    ---------------------------------------------............................................................         27 

PCR238.11(PdVT3_XXXVI)16117.ab1 ----------------.........................................................................................         89 

PCR238.11(PdVT3_XXXVI)16233.ab1 ----------------..............................................................................                     1 

PCR140.5(PdVT3_VII)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR233.3(PdVT3_XXXVI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR233.3(PdVT3_XXXVI)16348.ab1  ---------------------------------------------------------------------------------------------------------        139 

PCR135.8(PdVT3_VII)16287.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR217.3(PdVT3_XXXVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          2 

 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR142.5(PdVT3_VII)15996.ab1                                                                                                                     138 

PCR243.4(PdVT3_XXXVI)15996.ab1                                                                                                                   145 

PCR243.4(PdVT3_XXXVI)16142.ab1                                                                                                                     1 

PCR141.5(PdVT3_VII)16233.ab1    ..........................                                                                                         1 

PCR238.11(PdVT3_XXXVI)16117.ab1 ..........................                                                                                       115 

PCR238.11(PdVT3_XXXVI)16233.ab1                                                                                                                    1 

PCR140.5(PdVT3_VII)16209.ab1    -------....................................................................................C.............         98 

PCR233.3(PdVT3_XXXVI)16209.ab1  ---........................................................................................C.............        102 

PCR233.3(PdVT3_XXXVI)16348.ab1  ---........................................................................................C.............         37 

PCR135.8(PdVT3_VII)16287.ab1    -------------------------------------------------------------------------------------......C.............         20 

PCR217.3(PdVT3_XXXVI)16287.ab1  ---------------------------------------------------------------------------------..........C.............         24 

  

 

 

  



                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR142.5(PdVT3_VII)15996.ab1                                                                                                                     138 

PCR243.4(PdVT3_XXXVI)15996.ab1                                                                                                                   145 

PCR243.4(PdVT3_XXXVI)16142.ab1                                                                                                                     1 

PCR141.5(PdVT3_VII)16233.ab1                                                                                                                       1 

PCR238.11(PdVT3_XXXVI)16117.ab1                                                                                                                  115 

PCR238.11(PdVT3_XXXVI)16233.ab1                                                                                                                    1 

PCR140.5(PdVT3_VII)16209.ab1    ....................................                                                                             134 

PCR233.3(PdVT3_XXXVI)16209.ab1  ....................................                                                                             138 

PCR233.3(PdVT3_XXXVI)16348.ab1  ....................................                                                                               1 

PCR135.8(PdVT3_VII)16287.ab1    ..................................................................................................               118 

PCR217.3(PdVT3_XXXVI)16287.ab1  ..................................................................................................               122 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  



RomIII82 
 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR310.7(Rom82_XXXIV)16142.ab1  .............................................................................................                      1 

PCR317.9(Rom82_XXXIV)15996.ab1  ..................................................................................................Y...Y..        105 

PCR266.11(Rom82_XXXIV)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR300.9(Rom82_XI)16117.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR216.4(Rom82_XXXIV)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR264.2(Rom82_XXXIV)16348.ab1  ---------------------------------------------------------------------------------------------------------        102 

PCR268.8(Rom82_XI)16209K.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR301.10(Rom82_XI)16348.ab1    ---------------------------------------------------------------------------------------------------------        137 

PCR305.9(Rom82_XXXIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR151.3(Rom82_XI)16410.ab1     ---------------------------------------------------------------------------------------------------------        118 

PCR262.12(Rom82_XXXIV)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR310.7(Rom82_XXXIV)16142.ab1                                                                                                                     1 

PCR317.9(Rom82_XXXIV)15996.ab1  ........................................                                                                         145 

PCR266.11(Rom82_XXXIV)16117.ab1 ----------------.........................................................................................         89 

PCR300.9(Rom82_XI)16117.ab1     ----------------.........................................................................................         89 

PCR216.4(Rom82_XXXIV)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR264.2(Rom82_XXXIV)16348.ab1  ---------------------------------------------------------------------------------------------------------        102 

PCR268.8(Rom82_XI)16209K.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR301.10(Rom82_XI)16348.ab1    ---------------------------------------------------------------------------------------------------------        137 

PCR305.9(Rom82_XXXIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR151.3(Rom82_XI)16410.ab1     ---------------------------------------------------------------------------------------------------------        118 

PCR262.12(Rom82_XXXIV)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR310.7(Rom82_XXXIV)16142.ab1                                                                                                                     1 

PCR317.9(Rom82_XXXIV)15996.ab1                                                                                                                   145 

PCR266.11(Rom82_XXXIV)16117.ab1 ..........................                                                                                       115 

PCR300.9(Rom82_XI)16117.ab1     ..........................                                                                                       115 

PCR216.4(Rom82_XXXIV)16209K.ab1 -----------------..........................................Y...Y................................                  79 

PCR264.2(Rom82_XXXIV)16348.ab1  ---------------------------------------....................T...T.................................C.......         36 

PCR268.8(Rom82_XI)16209K.ab1    -----......................................                                                                       38 

PCR301.10(Rom82_XI)16348.ab1    ---........................................................T...T.................................C.......         35 

PCR305.9(Rom82_XXXIV)16209.ab1  -----......................................................T...T.................................C.......        100 

PCR151.3(Rom82_XI)16410.ab1     ---------------------------------------------------------------------------------................C.......         94 

PCR262.12(Rom82_XXXIV)16287.ab1 ------------------------------------------------------------------------------------.............C.......         21 

 

  



                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR310.7(Rom82_XXXIV)16142.ab1                                                                                                                     1 

PCR317.9(Rom82_XXXIV)15996.ab1                                                                                                                   145 

PCR266.11(Rom82_XXXIV)16117.ab1                                                                                                                  115 

PCR300.9(Rom82_XI)16117.ab1                                                                                                                      115 

PCR216.4(Rom82_XXXIV)16209K.ab1                                                                                                                   79 

PCR264.2(Rom82_XXXIV)16348.ab1  ...................................                                                                                1 

PCR268.8(Rom82_XI)16209K.ab1                                                                                                                      38 

PCR301.10(Rom82_XI)16348.ab1    .....................R............                                                                                 1 

PCR305.9(Rom82_XXXIV)16209.ab1  ....................................                                                                             136 

PCR151.3(Rom82_XI)16410.ab1     ..............W..............................................................................                      1 

PCR262.12(Rom82_XXXIV)16287.ab1 ..........R.......................................................................................               119 

 

 

 

  



RomIII83 
 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR249.11(Rom83_XXIII)15996.ab1 .........................................................................................................        105 

PCR154.5(Rom83_XII)16410.ab1    ---------------------------------------------------------------------------------------------------------         84 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR249.11(Rom83_XXIII)15996.ab1 ........................................                                                                         145 

PCR154.5(Rom83_XII)16410.ab1    ---------------------------------------------------------------------------------------------------------         84 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR249.11(Rom83_XXIII)15996.ab1                                                                                                                  145 

PCR154.5(Rom83_XII)16410.ab1    ---------------------------------------------------------------------------------..T.....S..............Y         60 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR249.11(Rom83_XXIII)15996.ab1                                                                                                                  145 

PCR154.5(Rom83_XII)16410.ab1    .Y.....R......W.M.Y..........WK...............N.M..Y.......                                                        1 

 

 

 

  



RomIII85 
 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR142.10(Rom85_VIII)15996.ab1 .------------....................................................R.......................................         94 

PCR243.5(Rom85_XXXXI)15996.ab1 -.......................................................................T................................        104 

PCR243.5(Rom85_XXXXI)16142.ab1 ........................................................................T................................         41 

PCR303.9(Rom85_XXXXI)15996.ab1 ........................................................................T................................        105 

PCR310.8(Rom85_VIII)16142.ab1  ........................................................................T................................         40 

PCR141.10(Rom85_VIII)16233.ab1 ---------------------------------------------------------------------------------------------------------        116 

PCR238.9(Rom85_XXXXI)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR238.9(Rom85_XXXXI)16233.ab1 ---------------------------------------------------------------------------------------------------------        110 

PCR260.2(Rom85_VIII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR233.4(Rom85_XXXXI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR245.5(Rom85_VIII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR305.10(Rom85_VIII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR136.2(Rom85_VIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR222.4(Rom85_XXXXI)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                       16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                    TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR142.10(Rom85_VIII)15996.ab1 ........................C...............                                                                         134 

PCR243.5(Rom85_XXXXI)15996.ab1 ........................C...............                                                                         144 

PCR243.5(Rom85_XXXXI)16142.ab1 ........................C...............                                                                           1 

PCR303.9(Rom85_XXXXI)15996.ab1 ........................C...............                                                                         145 

PCR310.8(Rom85_VIII)16142.ab1  ........................C..............                                                                            1 

PCR141.10(Rom85_VIII)16233.ab1 ----------------........M................................................................................         27 

PCR238.9(Rom85_XXXXI)16117.ab1 ----------------........C................................................................................         89 

PCR238.9(Rom85_XXXXI)16233.ab1 ----------------........C................................................................................         21 

PCR260.2(Rom85_VIII)16117.ab1  ----------------........C................................................................................         89 

PCR233.4(Rom85_XXXXI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR245.5(Rom85_VIII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR305.10(Rom85_VIII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR136.2(Rom85_VIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR222.4(Rom85_XXXXI)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

  



                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR142.10(Rom85_VIII)15996.ab1                                                                                                                  134 

PCR243.5(Rom85_XXXXI)15996.ab1                                                                                                                  144 

PCR243.5(Rom85_XXXXI)16142.ab1                                                                                                                    1 

PCR303.9(Rom85_XXXXI)15996.ab1                                                                                                                  145 

PCR310.8(Rom85_VIII)16142.ab1                                                                                                                     1 

PCR141.10(Rom85_VIII)16233.ab1 ..........................                                                                                         1 

PCR238.9(Rom85_XXXXI)16117.ab1 ..........................                                                                                       115 

PCR238.9(Rom85_XXXXI)16233.ab1 ....................                                                                                               1 

PCR260.2(Rom85_VIII)16117.ab1  ..........................                                                                                       115 

PCR233.4(Rom85_XXXXI)16209.ab1 -----.................................................T..................................................        100 

PCR245.5(Rom85_VIII)16209.ab1  -----.................................................T..................................................        100 

PCR305.10(Rom85_VIII)16209.ab1 ----------.......Y....................................T..................................Y...............         95 

PCR136.2(Rom85_VIII)16287.ab1  ----------------------------------------------------------------------------------------.................         17 

PCR222.4(Rom85_XXXXI)16287.ab1 ---------------------------------------------------------------------------------........................         24 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                       16320     16330     16340     16350     16360     16370     16380     16390     16400      

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                    ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR142.10(Rom85_VIII)15996.ab1                                                                                                                  134 

PCR243.5(Rom85_XXXXI)15996.ab1                                                                                                                  144 

PCR243.5(Rom85_XXXXI)16142.ab1                                                                                                                    1 

PCR303.9(Rom85_XXXXI)15996.ab1                                                                                                                  145 

PCR310.8(Rom85_VIII)16142.ab1                                                                                                                     1 

PCR141.10(Rom85_VIII)16233.ab1                                                                                                                    1 

PCR238.9(Rom85_XXXXI)16117.ab1                                                                                                                  115 

PCR238.9(Rom85_XXXXI)16233.ab1                                                                                                                    1 

PCR260.2(Rom85_VIII)16117.ab1                                                                                                                   115 

PCR233.4(Rom85_XXXXI)16209.ab1 ....................................                                                                             136 

PCR245.5(Rom85_VIII)16209.ab1  ....................................                                                                             136 

PCR305.10(Rom85_VIII)16209.ab1 ....................................                                                                             131 

PCR136.2(Rom85_VIII)16287.ab1  ..................................................................................................               115 

PCR222.4(Rom85_XXXXI)16287.ab1 ..................................................................................................               122 

 

 

 

 

 

 

 

  



RomIII89 
 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR142.1(Rom89_VII)15996.ab1     ------.......................................................................................Y..C........         99 

PCR243.6(Rom89_XXXVIII)15996.ab1 ................................................................................................C........        105 

PCR243.7(Rom89_XXXIX)15996.ab1   ................................................................................................C........        105 

PCR243.7(Rom89_XXXIX)16142.ab1   .......S........................................................................................C........         41 

PCR243.6(Rom89_XXXVIII)16142.ab1 ................................................................................................C........         40 

PCR237.1(Rom89_XXXVIII)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR237.9(Rom89_XXXIX)16117.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR311.3(Rom89_VII)16117.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR311.3(Rom89_VII)16233.ab1     ---------------------------------------------------------------------------------------------------------         48 

PCR311.4(Rom89_XXXVIII)16233.ab1 ---------------------------------------------------------------------------------------------------------         48 

PCR245.7(Rom89_XXXVIII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR286.1(Rom89_XXXIX)16209.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR285.7(Rom89_VII)16348.ab1     ---------------------------------------------------------------------------------------------------------        138 

PCR301.11(Rom89_VII)16348.ab1    ---------------------------------------------------------------------------------------------------------        138 

PCR135.3(Rom89_VII)16287.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR219.1(Rom89_XXXVIII)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR220.4(Rom89_XXXIX)16287.ab1   ..-------------------------------------------------------------------------------------------------------          2 

PCR219.1(Rom89_XXXVIII)16410.ab1 ---------------------------------------------------------------------------------------------------------        118 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR142.1(Rom89_VII)15996.ab1     ........................................                                                                         139 

PCR243.6(Rom89_XXXVIII)15996.ab1 ........................................                                                                         145 

PCR243.7(Rom89_XXXIX)15996.ab1   ........................................                                                                         145 

PCR243.7(Rom89_XXXIX)16142.ab1   ........................................                                                                           1 

PCR243.6(Rom89_XXXVIII)16142.ab1 .......................................                                                                            1 

PCR237.1(Rom89_XXXVIII)16117.ab1 ----------------.............................................................T.........C....                      76 

PCR237.9(Rom89_XXXIX)16117.ab1   -----------------............................................................T.........C....                      75 

PCR311.3(Rom89_VII)16117.ab1     ----------------.............................................................T.........C...                       75 

PCR311.3(Rom89_VII)16233.ab1     ----------------------------------------------------------------------------------.....C.................         25 

PCR311.4(Rom89_XXXVIII)16233.ab1 --------------------------------------------------------------------------------.M.....C.................         23 

PCR245.7(Rom89_XXXVIII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR286.1(Rom89_XXXIX)16209.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR285.7(Rom89_VII)16348.ab1     ---------------------------------------------------------------------------------------------------------        138 

PCR301.11(Rom89_VII)16348.ab1    ---------------------------------------------------------------------------------------------------------        138 

PCR135.3(Rom89_VII)16287.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR219.1(Rom89_XXXVIII)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR220.4(Rom89_XXXIX)16287.ab1   ---------------------------------------------------------------------------------------------------------          2 

PCR219.1(Rom89_XXXVIII)16410.ab1 ---------------------------------------------------------------------------------------------------------        118 

 

 

  



                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR142.1(Rom89_VII)15996.ab1                                                                                                                      139 

PCR243.6(Rom89_XXXVIII)15996.ab1                                                                                                                  145 

PCR243.7(Rom89_XXXIX)15996.ab1                                                                                                                    145 

PCR243.7(Rom89_XXXIX)16142.ab1                                                                                                                      1 

PCR243.6(Rom89_XXXVIII)16142.ab1                                                                                                                    1 

PCR237.1(Rom89_XXXVIII)16117.ab1                                                                                                                   76 

PCR237.9(Rom89_XXXIX)16117.ab1                                                                                                                     75 

PCR311.3(Rom89_VII)16117.ab1                                                                                                                       75 

PCR311.3(Rom89_VII)16233.ab1     ................T.......                                                                                           1 

PCR311.4(Rom89_XXXVIII)16233.ab1 ................T.....                                                                                             1 

PCR245.7(Rom89_XXXVIII)16209.ab1 ----...................................................................T.................................        101 

PCR286.1(Rom89_XXXIX)16209.ab1   ------..........T..................................R...................T.................................         99 

PCR285.7(Rom89_VII)16348.ab1     ---.............T......................................................T.................................         36 

PCR301.11(Rom89_VII)16348.ab1    ---.............T......................................................T.................................         36 

PCR135.3(Rom89_VII)16287.ab1     ---------------------------------------------------------------------------------........................         24 

PCR219.1(Rom89_XXXVIII)16287.ab1 ---------------------------------------------------------------------------------........................         24 

PCR220.4(Rom89_XXXIX)16287.ab1   -----------------------------------------------------------------------------------......................         24 

PCR219.1(Rom89_XXXVIII)16410.ab1 ---------------------------------------------------------------------------------........................         94 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR142.1(Rom89_VII)15996.ab1                                                                                                                      139 

PCR243.6(Rom89_XXXVIII)15996.ab1                                                                                                                  145 

PCR243.7(Rom89_XXXIX)15996.ab1                                                                                                                    145 

PCR243.7(Rom89_XXXIX)16142.ab1                                                                                                                      1 

PCR243.6(Rom89_XXXVIII)16142.ab1                                                                                                                    1 

PCR237.1(Rom89_XXXVIII)16117.ab1                                                                                                                   76 

PCR237.9(Rom89_XXXIX)16117.ab1                                                                                                                     75 

PCR311.3(Rom89_VII)16117.ab1                                                                                                                       75 

PCR311.3(Rom89_VII)16233.ab1                                                                                                                        1 

PCR311.4(Rom89_XXXVIII)16233.ab1                                                                                                                    1 

PCR245.7(Rom89_XXXVIII)16209.ab1 ....................................                                                                             137 

PCR286.1(Rom89_XXXIX)16209.ab1   ....................................                                                                             135 

PCR285.7(Rom89_VII)16348.ab1     ...................................                                                                                1 

PCR301.11(Rom89_VII)16348.ab1    ...................................                                                                                1 

PCR135.3(Rom89_VII)16287.ab1     .....M............................................C........M..................S...................               122 

PCR219.1(Rom89_XXXVIII)16287.ab1 ..................................................C...............................................               122 

PCR220.4(Rom89_XXXIX)16287.ab1   ..................................................C...............................................               121 

PCR219.1(Rom89_XXXVIII)16410.ab1 ..............W...................................C..........................................                      1 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

RomIII90 
 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR179.13(Rom90_XIII)15996.ab1  ...K............................................................................................C........        105 

PCR243.8(Rom90_XXXIX)15996.ab1  ...K............................................................................................C........        105 

PCR243.8(Rom90_XXXIX)16142.ab1  ........................................................................................S.......C........         41 

PCR179.13(Rom90_XIII)16142.ab1  .......S................................................................................S.......C........         41 

PCR237.7(Rom90_XXXIX)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR244.2(Rom90_XIII)16117.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR244.2(Rom90_XIII)16233.ab1   ---------------------------------------------------------------------------------------------------------         50 

PCR237.7(Rom90_XXXIX)16233.ab1  ---------------------------------------------------------------------------------------------------------         50 

PCR245.9(Rom90_XIII)16209.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR305.12(Rom90_XXXIX)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR245.9(Rom90_XIII)16348.ab1   ---------------------------------------------------------------------------------------------------------        137 

PCR301.12(Rom90_XIII)16348.ab1  ---------------------------------------------------------------------------------------------------------        138 

PCR220.2(Rom90_XXXIX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR156.2(Rom90_XIII)16410.ab1   ---------------------------------------------------------------------------------------------------------         87 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR179.13(Rom90_XIII)15996.ab1  ........................................                                                                         145 

PCR243.8(Rom90_XXXIX)15996.ab1  ........................................                                                                         145 

PCR243.8(Rom90_XXXIX)16142.ab1  ........................................                                                                           1 

PCR179.13(Rom90_XIII)16142.ab1  ........................................                                                                           1 

PCR237.7(Rom90_XXXIX)16117.ab1  ----------------.............................................................T.........C....                      76 

PCR244.2(Rom90_XIII)16117.ab1   ----------------.............................................................T.........C....                      76 

PCR244.2(Rom90_XIII)16233.ab1   ----------------------------------------------------------------------------------.....C.................         27 

PCR237.7(Rom90_XXXIX)16233.ab1  ----------------------------------------------------------------------------------.....C.................         27 

PCR245.9(Rom90_XIII)16209.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR305.12(Rom90_XXXIX)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR245.9(Rom90_XIII)16348.ab1   ---------------------------------------------------------------------------------------------------------        137 

PCR301.12(Rom90_XIII)16348.ab1  ---------------------------------------------------------------------------------------------------------        138 

PCR220.2(Rom90_XXXIX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR156.2(Rom90_XIII)16410.ab1   ---------------------------------------------------------------------------------------------------------         87 

 

   



                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR179.13(Rom90_XIII)15996.ab1                                                                                                                   145 

PCR243.8(Rom90_XXXIX)15996.ab1                                                                                                                   145 

PCR243.8(Rom90_XXXIX)16142.ab1                                                                                                                     1 

PCR179.13(Rom90_XIII)16142.ab1                                                                                                                     1 

PCR237.7(Rom90_XXXIX)16117.ab1                                                                                                                    76 

PCR244.2(Rom90_XIII)16117.ab1                                                                                                                     76 

PCR244.2(Rom90_XIII)16233.ab1   ................T.........                                                                                         1 

PCR237.7(Rom90_XXXIX)16233.ab1  ................T.........                                                                                         1 

PCR245.9(Rom90_XIII)16209.ab1   -----...........T..................................RY..................T.................................        100 

PCR305.12(Rom90_XXXIX)16209.ab1 -----...........T......................................................T.................................        100 

PCR245.9(Rom90_XIII)16348.ab1   ---.............T......................................................T.................................         35 

PCR301.12(Rom90_XIII)16348.ab1  ---.............T......................................................T.................................         36 

PCR220.2(Rom90_XXXIX)16287.ab1  ---------------------------------------------------------------------------------........................         24 

PCR156.2(Rom90_XIII)16410.ab1   ---------------------------------------------------------------------------------........................         63 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR179.13(Rom90_XIII)15996.ab1                                                                                                                   145 

PCR243.8(Rom90_XXXIX)15996.ab1                                                                                                                   145 

PCR243.8(Rom90_XXXIX)16142.ab1                                                                                                                     1 

PCR179.13(Rom90_XIII)16142.ab1                                                                                                                     1 

PCR237.7(Rom90_XXXIX)16117.ab1                                                                                                                    76 

PCR244.2(Rom90_XIII)16117.ab1                                                                                                                     76 

PCR244.2(Rom90_XIII)16233.ab1                                                                                                                      1 

PCR237.7(Rom90_XXXIX)16233.ab1                                                                                                                     1 

PCR245.9(Rom90_XIII)16209.ab1   ....................................                                                                             136 

PCR305.12(Rom90_XXXIX)16209.ab1 ....................................                                                                             136 

PCR245.9(Rom90_XIII)16348.ab1   ..................................                                                                                 1 

PCR301.12(Rom90_XIII)16348.ab1  ...................................                                                                                1 

PCR220.2(Rom90_XXXIX)16287.ab1  ..................................................C...............................................               122 

PCR156.2(Rom90_XIII)16410.ab1   .Y...W.R......W...............................Y..KCY..........                                                     1 

 

 

 

 

 

  



RomIII91a 
 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                 16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                   TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR179.14(Rom91_XIV)15996.ab1 ...K...K...Y.K...................S......................................T................................        105 

PCR179.14(Rom91_XIV)16142.ab1 .......K................................................................T................................         41 

PCR303.10(Rom91_XIV)15996.ab1 ........................................................................T................................        105 

PCR196.12(Rom91_XIV)16233.ab1 ---------------------------------------------------------------------------------------------------------         67 

PCR318.5(Rom91_XIV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR301.13(Rom91_XIV)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR319.5(Rom91_XIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR330.4(Rom91_XIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                      16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                   TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR179.14(Rom91_XIV)15996.ab1 ........................C...............                                                                         145 

PCR179.14(Rom91_XIV)16142.ab1 ........................C...............                                                                           1 

PCR303.10(Rom91_XIV)15996.ab1 ........................C...............                                                                         145 

PCR196.12(Rom91_XIV)16233.ab1 -----------------------------------------------------------..............................................         21 

PCR318.5(Rom91_XIV)16117.ab1  -----------------.......C................................................................................         88 

PCR301.13(Rom91_XIV)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR319.5(Rom91_XIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR330.4(Rom91_XIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                 16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                   AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR179.14(Rom91_XIV)15996.ab1                                                                                                                  145 

PCR179.14(Rom91_XIV)16142.ab1                                                                                                                    1 

PCR303.10(Rom91_XIV)15996.ab1                                                                                                                  145 

PCR196.12(Rom91_XIV)16233.ab1 ....................                                                                                               1 

PCR318.5(Rom91_XIV)16117.ab1  ..........................                                                                                       114 

PCR301.13(Rom91_XIV)16348.ab1 ---...................................................T..................................................         36 

PCR319.5(Rom91_XIV)16209.ab1  ------................................................T..................................................         99 

PCR330.4(Rom91_XIV)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                      16320     16330     16340     16350     16360     16370     16380     16390     16400      

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                   ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR179.14(Rom91_XIV)15996.ab1                                                                                                                  145 

PCR179.14(Rom91_XIV)16142.ab1                                                                                                                    1 

PCR303.10(Rom91_XIV)15996.ab1                                                                                                                  145 

PCR196.12(Rom91_XIV)16233.ab1                                                                                                                    1 

PCR318.5(Rom91_XIV)16117.ab1                                                                                                                   114 

PCR301.13(Rom91_XIV)16348.ab1 ...................................                                                                                1 

PCR319.5(Rom91_XIV)16209.ab1  ....................................                                                                             135 

PCR330.4(Rom91_XIV)16287.ab1  ..................................................................................................               122 

 

 



RomIII91b 
 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR243.9(Rom91_XXXIV)15996.ab1  .........................................................................................................        105 

PCR243.9(Rom91_XXXIV)16142.ab1  .........................................................................................................         40 

PCR317.10(Rom91_XXXIV)15996.ab1 .........................................................................................................        105 

PCR244.3(Rom91_XXXIV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR244.3(Rom91_XXXIV)16233.ab1  ---------------------------------------------------------------------------------------------------------         52 

PCR300.10(Rom91_XXXIV)16233.ab1 ---------------------------------------------------------------------------------------------------------         28 

PCR300.10_Rom91_XXXIV)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR216.1(Rom91_XXXIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR245.11(Rom91_XXXIV)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR245.11(Rom91_XXXIV)16348.ab1 ---------------------------------------------------------------------------------------------------------        137 

PCR215.1_(Rom91_XXXIV)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR320.4(Rom91_XXXIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR243.9(Rom91_XXXIV)15996.ab1  ........................................                                                                         145 

PCR243.9(Rom91_XXXIV)16142.ab1  .......................................                                                                            1 

PCR317.10(Rom91_XXXIV)15996.ab1 ........................................                                                                         145 

PCR244.3(Rom91_XXXIV)16117.ab1  -----------------......................................................................C.                         72 

PCR244.3(Rom91_XXXIV)16233.ab1  --------------------------------------------------------------------------------.......C.................         27 

PCR300.10(Rom91_XXXIV)16233.ab1 ------------------------------------------------------------------------------------------------.........         19 

PCR300.10_Rom91_XXXIV)16117.ab1 ----------------.......................................................................C...                       75 

PCR216.1(Rom91_XXXIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR245.11(Rom91_XXXIV)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR245.11(Rom91_XXXIV)16348.ab1 ---------------------------------------------------------------------------------------------------------        137 

PCR215.1_(Rom91_XXXIV)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR320.4(Rom91_XXXIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR243.9(Rom91_XXXIV)15996.ab1                                                                                                                   145 

PCR243.9(Rom91_XXXIV)16142.ab1                                                                                                                     1 

PCR317.10(Rom91_XXXIV)15996.ab1                                                                                                                  145 

PCR244.3(Rom91_XXXIV)16117.ab1                                                                                                                    72 

PCR244.3(Rom91_XXXIV)16233.ab1  ................T.........                                                                                         1 

PCR300.10(Rom91_XXXIV)16233.ab1 ................T.                                                                                                 1 

PCR300.10_Rom91_XXXIV)16117.ab1                                                                                                                   75 

PCR216.1(Rom91_XXXIV)16209.ab1  -----...........T......................................................T.................................        100 

PCR245.11(Rom91_XXXIV)16209.ab1 ----............T......................................................T.................................        101 

PCR245.11(Rom91_XXXIV)16348.ab1 ---.............T......................................................T.................................         35 

PCR215.1_(Rom91_XXXIV)16287.ab1 ---------------------------------------------------------------------------------........................         24 

PCR320.4(Rom91_XXXIV)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

  



                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR243.9(Rom91_XXXIV)15996.ab1                                                                                                                   145 

PCR243.9(Rom91_XXXIV)16142.ab1                                                                                                                     1 

PCR317.10(Rom91_XXXIV)15996.ab1                                                                                                                  145 

PCR244.3(Rom91_XXXIV)16117.ab1                                                                                                                    72 

PCR244.3(Rom91_XXXIV)16233.ab1                                                                                                                     1 

PCR300.10(Rom91_XXXIV)16233.ab1                                                                                                                    1 

PCR300.10_Rom91_XXXIV)16117.ab1                                                                                                                   75 

PCR216.1(Rom91_XXXIV)16209.ab1  ...........                                                                                                      111 

PCR245.11(Rom91_XXXIV)16209.ab1 ....................................                                                                             137 

PCR245.11(Rom91_XXXIV)16348.ab1 ..................................                                                                                 1 

PCR215.1_(Rom91_XXXIV)16287.ab1 ..................................................................................................               122 

PCR320.4(Rom91_XXXIV)16287.ab1  ..................................................................................................               122 

 

 

 

 

 

  



RomIII97 
 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR243.10(Rom97_XXXXI)15996.ab1 .........................................................................................................        105 

PCR243.10(Rom97_XXXXI)16142.ab1 .........................................................................................................         41 

PCR303.11(Rom97_XIV)15996.ab1   .........................................................................................................        105 

PCR238.8(Rom97_XXXXI)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR244.4(Rom97_XIV)16117.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR244.4(Rom97_XIV)16233.ab1    ---------------------------------------------------------------------------------------------------------         54 

PCR245.12(Rom97_XIV)16348.ab1   ---------------------------------------------------------------------------------------------------------        139 

PCR245.13(Rom97_XXXXI)16348.ab1 ---------------------------------------------------------------------------------------------------------        139 

PCR254.12(Rom97_XIV)16209.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR158.2(Rom97_XIV)16410.ab1    ---------------------------------------------------------------------------------------------------------        111 

PCR222.3(Rom97_XXXXI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR243.10(Rom97_XXXXI)15996.ab1 ........................................                                                                         145 

PCR243.10(Rom97_XXXXI)16142.ab1 ........................................                                                                           1 

PCR303.11(Rom97_XIV)15996.ab1   ........................................                                                                         145 

PCR238.8(Rom97_XXXXI)16117.ab1  ----------------.........................................................................................         89 

PCR244.4(Rom97_XIV)16117.ab1    ----------------.........................................................................................         89 

PCR244.4(Rom97_XIV)16233.ab1    ----------------------------------------------------------------------------.............................         25 

PCR245.12(Rom97_XIV)16348.ab1   ---------------------------------------------------------------------------------------------------------        139 

PCR245.13(Rom97_XXXXI)16348.ab1 ---------------------------------------------------------------------------------------------------------        139 

PCR254.12(Rom97_XIV)16209.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR158.2(Rom97_XIV)16410.ab1    ---------------------------------------------------------------------------------------------------------        111 

PCR222.3(Rom97_XXXXI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR243.10(Rom97_XXXXI)15996.ab1                                                                                                                  145 

PCR243.10(Rom97_XXXXI)16142.ab1                                                                                                                    1 

PCR303.11(Rom97_XIV)15996.ab1                                                                                                                    145 

PCR238.8(Rom97_XXXXI)16117.ab1  ..........................                                                                                       115 

PCR244.4(Rom97_XIV)16117.ab1    ..........................                                                                                       115 

PCR244.4(Rom97_XIV)16233.ab1    ........................                                                                                           1 

PCR245.12(Rom97_XIV)16348.ab1   ---.....................................................................................................C         37 

PCR245.13(Rom97_XXXXI)16348.ab1 ---.....................................................................................................C         37 

PCR254.12(Rom97_XIV)16209.ab1   ----....................................................................................................C        101 

PCR158.2(Rom97_XIV)16410.ab1    ----------------------------------------------------------------------------------......................C         88 

PCR222.3(Rom97_XXXXI)16287.ab1  ---------------------------------------------------------------------------------.......................C         24 

 

 

  



                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR243.10(Rom97_XXXXI)15996.ab1                                                                                                                  145 

PCR243.10(Rom97_XXXXI)16142.ab1                                                                                                                    1 

PCR303.11(Rom97_XIV)15996.ab1                                                                                                                    145 

PCR238.8(Rom97_XXXXI)16117.ab1                                                                                                                   115 

PCR244.4(Rom97_XIV)16117.ab1                                                                                                                     115 

PCR244.4(Rom97_XIV)16233.ab1                                                                                                                       1 

PCR245.12(Rom97_XIV)16348.ab1   ....................................                                                                               1 

PCR245.13(Rom97_XXXXI)16348.ab1 ....................................                                                                               1 

PCR254.12(Rom97_XIV)16209.ab1   ....................................                                                                             137 

PCR158.2(Rom97_XIV)16410.ab1   .......................................................................................                            1 

PCR222.3(Rom97_XXXXI)16287.ab1  ..................................................................................................               122 

 

 

 

 

 

 



RomIII100a 
 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.1(Rom100_XIV)15996.ab1  .........................................................................................................        105 

PCR180.1(Rom100_XIV)16142.ab1  .........................................................................................................         41 

PCR310.6(Rom100_XIV)16142.ab1  .........................................................................................................         40 

PCR244.1(Rom100_XIV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR244.1(Rom100_XIV)16233.ab1  ---------------------------------------------------------------------------------------------------------         77 

PCR244.1(Rom100_XIV)16233b.ab1 ---------------------------------------------------------------------------------------------------------         50 

PCR304.6(Rom100_XIV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR245.1(Rom100_XIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR301.6(Rom100_XIV)16348.ab1  ---------------------------------------------------------------------------------------------------------        139 

PCR158.3(Rom100_XIV)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR313.1(Rom100_XIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR320.5(Rom100_XIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR330.5(Rom100_XIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                       16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                    TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.1(Rom100_XIV)15996.ab1  ........................................                                                                         145 

PCR180.1(Rom100_XIV)16142.ab1  ........................................                                                                           1 

PCR310.6(Rom100_XIV)16142.ab1  .......................................                                                                            1 

PCR244.1(Rom100_XIV)16117.ab1  ----------------.........................................................................................         89 

PCR244.1(Rom100_XIV)16233.ab1  ----------------............................................................................                       1 

PCR244.1(Rom100_XIV)16233b.ab1 ----------------------------------------------------------------------------.............................         21 

PCR304.6(Rom100_XIV)16117.ab1  ----------------.........................................................................................         89 

PCR245.1(Rom100_XIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR301.6(Rom100_XIV)16348.ab1  ---------------------------------------------------------------------------------------------------------        139 

PCR158.3(Rom100_XIV)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR313.1(Rom100_XIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR320.5(Rom100_XIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR330.5(Rom100_XIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

  



                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.1(Rom100_XIV)15996.ab1                                                                                                                   145 

PCR180.1(Rom100_XIV)16142.ab1                                                                                                                     1 

PCR310.6(Rom100_XIV)16142.ab1                                                                                                                     1 

PCR244.1(Rom100_XIV)16117.ab1  ..........................                                                                                       115 

PCR244.1(Rom100_XIV)16233.ab1                                                                                                                     1 

PCR244.1(Rom100_XIV)16233b.ab1 ....................                                                                                               1 

PCR304.6(Rom100_XIV)16117.ab1  ..........................                                                                                       115 

PCR245.1(Rom100_XIV)16209.ab1  ----.....................................................................................................        101 

PCR301.6(Rom100_XIV)16348.ab1  ---......................................................................................................         37 

PCR158.3(Rom100_XIV)16410.ab1  ---------------------------------------------------------------------------------........................         94 

PCR313.1(Rom100_XIV)16287.ab1  ----------------------------------------------------------------------------------.......................         23 

PCR320.5(Rom100_XIV)16287.ab1  ------------------------------------------------------------------------------------.....................         21 

PCR330.5(Rom100_XIV)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                       16320     16330     16340     16350     16360     16370     16380     16390     16400      

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                    ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.1(Rom100_XIV)15996.ab1                                                                                                                   145 

PCR180.1(Rom100_XIV)16142.ab1                                                                                                                     1 

PCR310.6(Rom100_XIV)16142.ab1                                                                                                                     1 

PCR244.1(Rom100_XIV)16117.ab1                                                                                                                   115 

PCR244.1(Rom100_XIV)16233.ab1                                                                                                                     1 

PCR244.1(Rom100_XIV)16233b.ab1                                                                                                                    1 

PCR304.6(Rom100_XIV)16117.ab1                                                                                                                   115 

PCR245.1(Rom100_XIV)16209.ab1  ....................................                                                                             137 

PCR301.6(Rom100_XIV)16348.ab1  ....................................                                                                               1 

PCR158.3(Rom100_XIV)16410.ab1  .............................................................................................                      1 

PCR313.1(Rom100_XIV)16287.ab1  ..................................................................................................               121 

PCR320.5(Rom100_XIV)16287.ab1  ..................................................................................................               119 

PCR330.5(Rom100_XIV)16287.ab1  ..................................................................................................               122 

 

 

 

  



RomIII100b 
 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR239.1(Rom100_XXXXI)15996.ab1  ...K.....................................................................................................        105 

PCR239.1(Rom100_XXXXI)16142.ab1  .......S.................................................................................................         41 

PCR303.7(Rom100_XXXXI)15996.ab1  .........................................................................................................        105 

PCR238.10(Rom100_XXXXI)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR238.10(Rom100_XXXXI)16233.ab1 ---------------------------------------------------------------------------------------------------------         45 

PCR240.1(Rom100_XXXXI)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR240.1(Rom100_XXXXI)16233.ab1  ---------------------------------------------------------------------------------------------------------         46 

PCR260.3(Rom100_XXXXI)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR305.6(Rom100_XXXXI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR319.2(Rom100_XXXXI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR222.5(Rom100_XXXXI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR306.4(Rom100_XXXXI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR239.1(Rom100_XXXXI)15996.ab1  ........................................                                                                         145 

PCR239.1(Rom100_XXXXI)16142.ab1  ........................................                                                                           1 

PCR303.7(Rom100_XXXXI)15996.ab1  ........................................                                                                         145 

PCR238.10(Rom100_XXXXI)16117.ab1 ----------------................................................................CC.....C....                      76 

PCR238.10(Rom100_XXXXI)16233.ab1 ---------------------------------------------------------------------------------C.....C.................         21 

PCR240.1(Rom100_XXXXI)16117.ab1  -----------------...............................................................CC.....C....                      75 

PCR240.1(Rom100_XXXXI)16233.ab1  --------------------------------------------------------------------------------CC.....C.....K...........         21 

PCR260.3(Rom100_XXXXI)16117.ab1  ----------------................................................................CC.....C...                       75 

PCR305.6(Rom100_XXXXI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR319.2(Rom100_XXXXI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR222.5(Rom100_XXXXI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR306.4(Rom100_XXXXI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR239.1(Rom100_XXXXI)15996.ab1                                                                                                                   145 

PCR239.1(Rom100_XXXXI)16142.ab1                                                                                                                     1 

PCR303.7(Rom100_XXXXI)15996.ab1                                                                                                                   145 

PCR238.10(Rom100_XXXXI)16117.ab1                                                                                                                   76 

PCR238.10(Rom100_XXXXI)16233.ab1 ....................                                                                                               1 

PCR240.1(Rom100_XXXXI)16117.ab1                                                                                                                    75 

PCR240.1(Rom100_XXXXI)16233.ab1  R...................                                                                                               1 

PCR260.3(Rom100_XXXXI)16117.ab1                                                                                                                    75 

PCR305.6(Rom100_XXXXI)16209.ab1  ------.....................T.............................................................................         99 

PCR319.2(Rom100_XXXXI)16209.ab1  -----......................T.............................................................................        100 

PCR222.5(Rom100_XXXXI)16287.ab1  ---------------------------------------------------------------------------------........................         24 

PCR306.4(Rom100_XXXXI)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

 



                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR239.1(Rom100_XXXXI)15996.ab1                                                                                                                   145 

PCR239.1(Rom100_XXXXI)16142.ab1                                                                                                                     1 

PCR303.7(Rom100_XXXXI)15996.ab1                                                                                                                   145 

PCR238.10(Rom100_XXXXI)16117.ab1                                                                                                                   76 

PCR238.10(Rom100_XXXXI)16233.ab1                                                                                                                    1 

PCR240.1(Rom100_XXXXI)16117.ab1                                                                                                                    75 

PCR240.1(Rom100_XXXXI)16233.ab1                                                                                                                     1 

PCR260.3(Rom100_XXXXI)16117.ab1                                                                                                                    75 

PCR305.6(Rom100_XXXXI)16209.ab1  ............C.......................                                                                             135 

PCR319.2(Rom100_XXXXI)16209.ab1  ............C.......................                                                                             136 

PCR222.5(Rom100_XXXXI)16287.ab1  ............C.....................................................................................               122 

PCR306.4(Rom100_XXXXI)16287.ab1  ............C.....................................................................................               122 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  



RomIII103 
 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.2(Rom103_XV)16142.ab1     .......K.......M.M......Y.............K.............................................................K....         41 

PCR243.11(Rom103_XXXXI)15996.ab1 .........................................................................................................        105 

PCR243.11(Rom103_XXXXI)16142.ab1 .........................................................................................................         41 

PCR238.6(Rom103_XXXXI)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR238.6(Rom103_XXXXI)16233.ab1  ---------------------------------------------------------------------------------------------------------        112 

PCR244.5(Rom103_XV)16117.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR244.5(Rom103_XV)16233.ab1     ---------------------------------------------------------------------------------------------------------         55 

PCR245.14(Rom103_XV)16348.ab1    ---------------------------------------------------------------------------------------------------------        139 

PCR286.10(Rom103_XXXXI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR286.10(Rom103_XXXXI)16348.ab1 ---------------------------------------------------------------------------------------------------------         65 

PCR160.1(Rom103_XV)16410.ab1     ---------------------------------------------------------------------------------------------------------        136 

PCR222.1(Rom103_XXXXI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.2(Rom103_XV)16142.ab1     ........................................                                                                           1 

PCR243.11(Rom103_XXXXI)15996.ab1 ........................................                                                                         145 

PCR243.11(Rom103_XXXXI)16142.ab1 ..................................A.....                                                                           1 

PCR238.6(Rom103_XXXXI)16117.ab1  ----------------.........................................................................................         89 

PCR238.6(Rom103_XXXXI)16233.ab1  ----------------.........................................................................................         23 

PCR244.5(Rom103_XV)16117.ab1     ----------------.........................................................................................         89 

PCR244.5(Rom103_XV)16233.ab1     ------------------------------------------------------------------------.................................         22 

PCR245.14(Rom103_XV)16348.ab1    ---------------------------------------------------------------------------------------------------------        139 

PCR286.10(Rom103_XXXXI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR286.10(Rom103_XXXXI)16348.ab1 ---------------------------------------------------------------------------------------------------------         65 

PCR160.1(Rom103_XV)16410.ab1     ---------------------------------------------------------------------------------------------------------        136 

PCR222.1(Rom103_XXXXI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

   



                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.2(Rom103_XV)16142.ab1                                                                                                                        1 

PCR243.11(Rom103_XXXXI)15996.ab1                                                                                                                  145 

PCR243.11(Rom103_XXXXI)16142.ab1                                                                                                                    1 

PCR238.6(Rom103_XXXXI)16117.ab1  ..........................                                                                                       115 

PCR238.6(Rom103_XXXXI)16233.ab1  ......................                                                                                             1 

PCR244.5(Rom103_XV)16117.ab1     ..........................                                                                                       115 

PCR244.5(Rom103_XV)16233.ab1     .....................                                                                                              1 

PCR245.14(Rom103_XV)16348.ab1    ---.Y..........Y.............Y........Y..Y....R......Y.................Y.......Y.........Y.........Y.....         37 

PCR286.10(Rom103_XXXXI)16209.ab1 ------...................................................................................................         99 

PCR286.10(Rom103_XXXXI)16348.ab1 ---------------------------------------------------......................................................         11 

PCR160.1(Rom103_XV)16410.ab1     -------------------------------------------------------------............................................         92 

PCR222.1(Rom103_XXXXI)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.2(Rom103_XV)16142.ab1                                                                                                                        1 

PCR243.11(Rom103_XXXXI)15996.ab1                                                                                                                  145 

PCR243.11(Rom103_XXXXI)16142.ab1                                                                                                                    1 

PCR238.6(Rom103_XXXXI)16117.ab1                                                                                                                   115 

PCR238.6(Rom103_XXXXI)16233.ab1                                                                                                                     1 

PCR244.5(Rom103_XV)16117.ab1                                                                                                                      115 

PCR244.5(Rom103_XV)16233.ab1                                                                                                                        1 

PCR245.14(Rom103_XV)16348.ab1    ..........................R.........                                                                               1 

PCR286.10(Rom103_XXXXI)16209.ab1 ....................................                                                                             135 

PCR286.10(Rom103_XXXXI)16348.ab1 ..........                                                                                                         1 

PCR160.1(Rom103_XV)16410.ab1     ...........................................................................................                        1 

PCR222.1(Rom103_XXXXI)16287.ab1  ..................................................................................................               122 

  



RomIII105 
                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.3(Rom105_XV)15996.ab1     ...K.....................................................................................................        105 

PCR180.3(Rom105_XV)16142.ab1     .........................................................................................................         38 

PCR243.12(Rom105_XXXIX)15996.ab1 .........................................................................................................        105 

PCR243.12(Rom105_XXXIX)16142.ab1 .........................................................................................................         41 

PCR237.10(Rom105_XXXIX)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR237.10(Rom105_XXXIX)16233.ab1 ---------------------------------------------------------------------------------------------------------         80 

PCR244.6(Rom105_XV)16117.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR244.6(Rom105_XV)16233.ab1     ---------------------------------------------------------------------------------------------------------         49 

PCR284.4(Rom105_XV)16209.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR284.4(Rom105_XV)16348.ab1     ---------------------------------------------------------------------------------------------------------        138 

PCR286.11(Rom105_XXXIX)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR160.2(Rom105_XV)16410.ab1     ---------------------------------------------------------------------------------------------------------        122 

PCR220.5(Rom105_XXXIX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.3(Rom105_XV)15996.ab1     ........................................                                                                         145 

PCR180.3(Rom105_XV)16142.ab1     .....................................                                                                              1 

PCR243.12(Rom105_XXXIX)15996.ab1 ........................................                                                                         145 

PCR243.12(Rom105_XXXIX)16142.ab1 ........................................                                                                           1 

PCR237.10(Rom105_XXXIX)16117.ab1 ----------------.........................................................................................         89 

PCR237.10(Rom105_XXXIX)16233.ab1 ----------------...............................................................................                    1 

PCR244.6(Rom105_XV)16117.ab1     -----------------........................................................................................         88 

PCR244.6(Rom105_XV)16233.ab1     ----------------------------------------------------------------------------------.......................         26 

PCR284.4(Rom105_XV)16209.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR284.4(Rom105_XV)16348.ab1     ---------------------------------------------------------------------------------------------------------        138 

PCR286.11(Rom105_XXXIX)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR160.2(Rom105_XV)16410.ab1     ---------------------------------------------------------------------------------------------------------        122 

PCR220.5(Rom105_XXXIX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.3(Rom105_XV)15996.ab1                                                                                                                      145 

PCR180.3(Rom105_XV)16142.ab1                                                                                                                        1 

PCR243.12(Rom105_XXXIX)15996.ab1                                                                                                                  145 

PCR243.12(Rom105_XXXIX)16142.ab1                                                                                                                    1 

PCR237.10(Rom105_XXXIX)16117.ab1 ..........................                                                                                       115 

PCR237.10(Rom105_XXXIX)16233.ab1                                                                                                                    1 

PCR244.6(Rom105_XV)16117.ab1     ..........................                                                                                       114 

PCR244.6(Rom105_XV)16233.ab1     .........................                                                                                          1 

PCR284.4(Rom105_XV)16209.ab1     -----....................................................................................................        100 

PCR284.4(Rom105_XV)16348.ab1     ---......................................................................................................         36 

PCR286.11(Rom105_XXXIX)16209.ab1 -----....................................................................................................        100 

PCR160.2(Rom105_XV)16410.ab1     ---------------------------------------------------------------------------------........................         98 

PCR220.5(Rom105_XXXIX)16287.ab1  ---------------------------------------------------------------------------------........................         24 



 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.3(Rom105_XV)15996.ab1                                                                                                                      145 

PCR180.3(Rom105_XV)16142.ab1                                                                                                                        1 

PCR243.12(Rom105_XXXIX)15996.ab1                                                                                                                  145 

PCR243.12(Rom105_XXXIX)16142.ab1                                                                                                                    1 

PCR237.10(Rom105_XXXIX)16117.ab1                                                                                                                  115 

PCR237.10(Rom105_XXXIX)16233.ab1                                                                                                                    1 

PCR244.6(Rom105_XV)16117.ab1                                                                                                                      114 

PCR244.6(Rom105_XV)16233.ab1                                                                                                                        1 

PCR284.4(Rom105_XV)16209.ab1     ....................................                                                                             136 

PCR284.4(Rom105_XV)16348.ab1     ...................................                                                                                1 

PCR286.11(Rom105_XXXIX)16209.ab1 ....................................                                                                             136 

PCR160.2(Rom105_XV)16410.ab1     .................................................................................................                  1 

PCR220.5(Rom105_XXXIX)16287.ab1  ..................................................................................................               122 

 

 

 

  



RomIII114 
                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.4(Rom114_XVII)15996.ab1  ...K...S................Y....S....R......................................................................        105 

PCR180.4(Rom114_XVII)16142.ab1  .........................................................................................................         40 

PCR243.13(Rom114_XXIV)15996.ab1 ...K.....................................................................................................        105 

PCR243.13(Rom114_XXIV)16142.ab1 .........................................................................................................         41 

PCR244.7(Rom114_XVII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR244.7(Rom114_XVII)16233.ab1  ---------------------------------------------------------------------------------------------------------        116 

PCR244.8(Rom114_XXIV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR244.8(Rom114_XXIV)16233.ab1  ---------------------------------------------------------------------------------------------------------        103 

PCR183.1(Rom114_XXIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.5(Rom114_XVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.5(Rom114_XVII)16348.ab1  ---------------------------------------------------------------------------------------------------------        138 

PCR164.1(Rom114_XVII)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR246.1(Rom114_XXIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.4(Rom114_XVII)15996.ab1  ...............W........................                                                                         145 

PCR180.4(Rom114_XVII)16142.ab1  ...............-........................                                                                           1 

PCR243.13(Rom114_XXIV)15996.ab1 ........................................                                                                         145 

PCR243.13(Rom114_XXIV)16142.ab1 ........................................                                                                           1 

PCR244.7(Rom114_XVII)16117.ab1  ----------------.........................................................................................         89 

PCR244.7(Rom114_XVII)16233.ab1  ----------------.........................................................................................         27 

PCR244.8(Rom114_XXIV)16117.ab1  ----------------.........................................................................................         89 

PCR244.8(Rom114_XXIV)16233.ab1  ------------------------.................................................................................         22 

PCR183.1(Rom114_XXIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.5(Rom114_XVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.5(Rom114_XVII)16348.ab1  ---------------------------------------------------------------------------------------------------------        138 

PCR164.1(Rom114_XVII)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR246.1(Rom114_XXIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

  



                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.4(Rom114_XVII)15996.ab1                                                                                                                   145 

PCR180.4(Rom114_XVII)16142.ab1                                                                                                                     1 

PCR243.13(Rom114_XXIV)15996.ab1                                                                                                                  145 

PCR243.13(Rom114_XXIV)16142.ab1                                                                                                                    1 

PCR244.7(Rom114_XVII)16117.ab1  ..........................                                                                                       115 

PCR244.7(Rom114_XVII)16233.ab1  ..........................                                                                                         1 

PCR244.8(Rom114_XXIV)16117.ab1  ..........................                                                                                       115 

PCR244.8(Rom114_XXIV)16233.ab1  .....................                                                                                              1 

PCR183.1(Rom114_XXIV)16209.ab1  -----............................................................................................C.......         99 

PCR284.5(Rom114_XVII)16209.ab1  -----............................................................................................C.......        100 

PCR284.5(Rom114_XVII)16348.ab1  ---..............................................................................................C.......         36 

PCR164.1(Rom114_XVII)16410.ab1  ---------------------------------------------------------------------------------................C.......         94 

PCR246.1(Rom114_XXIV)16287.ab1  ---------------------------------------------------------------------------------................C.......         24 

 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.4(Rom114_XVII)15996.ab1                                                                                                                   145 

PCR180.4(Rom114_XVII)16142.ab1                                                                                                                     1 

PCR243.13(Rom114_XXIV)15996.ab1                                                                                                                  145 

PCR243.13(Rom114_XXIV)16142.ab1                                                                                                                    1 

PCR244.7(Rom114_XVII)16117.ab1                                                                                                                   115 

PCR244.7(Rom114_XVII)16233.ab1                                                                                                                     1 

PCR244.8(Rom114_XXIV)16117.ab1                                                                                                                   115 

PCR244.8(Rom114_XXIV)16233.ab1                                                                                                                     1 

PCR183.1(Rom114_XXIV)16209.ab1  ....................................                                                                             135 

PCR284.5(Rom114_XVII)16209.ab1  ....................................                                                                             136 

PCR284.5(Rom114_XVII)16348.ab1  ...................................                                                                                1 

PCR164.1(Rom114_XVII)16410.ab1  .............................................................................................                      1 

PCR246.1(Rom114_XXIV)16287.ab1  ..................................................................................................               121 

 

 

 

  



RomIII117 
 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.5(Rom117_XVII)15996.ab1  -.......................................................................T................................        104 

PCR180.5(Rom117_XVII)16142.ab1  ........................................................................T................................         41 

PCR255.8(Rom117_XVII)15996.ab1  ........................................................................T...............S................        105 

PCR255.8(Rom117_XVII)16142.ab1  ........................................................................T................................         41 

PCR244.9(Rom117_XVII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR256.4(Rom117_XVII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.6(Rom117_XVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.6(Rom117_XVII)16348.ab1  ---------------------------------------------------------------------------------------------------------        138 

PCR286.12(Rom117_XVII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR286.12(Rom117_XVII)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR164.2(Rom117_XVII)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR258.6(Rom117_XVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR258.6(Rom117_XVII)16410.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.5(Rom117_XVII)15996.ab1  ........................C...............                                                                         144 

PCR180.5(Rom117_XVII)16142.ab1  ........................C...............                                                                           1 

PCR255.8(Rom117_XVII)15996.ab1  ........................C...............                                                                         145 

PCR255.8(Rom117_XVII)16142.ab1  ........................C...............                                                                           1 

PCR244.9(Rom117_XVII)16117.ab1  ----------------........C................................................................................         89 

PCR256.4(Rom117_XVII)16117.ab1  -----------------.......C................................................................................         88 

PCR284.6(Rom117_XVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.6(Rom117_XVII)16348.ab1  ---------------------------------------------------------------------------------------------------------        138 

PCR286.12(Rom117_XVII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR286.12(Rom117_XVII)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR164.2(Rom117_XVII)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR258.6(Rom117_XVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR258.6(Rom117_XVII)16410.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.5(Rom117_XVII)15996.ab1                                                                                                                   144 

PCR180.5(Rom117_XVII)16142.ab1                                                                                                                     1 

PCR255.8(Rom117_XVII)15996.ab1                                                                                                                   145 

PCR255.8(Rom117_XVII)16142.ab1                                                                                                                     1 

PCR244.9(Rom117_XVII)16117.ab1  ..........................                                                                                       115 

PCR256.4(Rom117_XVII)16117.ab1  ..........................                                                                                       114 

PCR284.6(Rom117_XVII)16209.ab1  ----..................................................T..................................................        101 

PCR284.6(Rom117_XVII)16348.ab1  ---...................................................T..................................................         36 

PCR286.12(Rom117_XVII)16209.ab1 -------------TW.......................................T..................................................         92 

PCR286.12(Rom117_XVII)16348.ab1 ---...................................................T..................................................         36 

PCR164.2(Rom117_XVII)16410.ab1  ---------------------------------------------------------------------------------........................         94 

PCR258.6(Rom117_XVII)16287.ab1  ---------------------------------------------------------------------------------........................         24 

PCR258.6(Rom117_XVII)16410.ab1  ---------------------------------------------------------------------------------........................         24 

 



                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.5(Rom117_XVII)15996.ab1                                                                                                                   144 

PCR180.5(Rom117_XVII)16142.ab1                                                                                                                     1 

PCR255.8(Rom117_XVII)15996.ab1                                                                                                                   145 

PCR255.8(Rom117_XVII)16142.ab1                                                                                                                     1 

PCR244.9(Rom117_XVII)16117.ab1                                                                                                                   115 

PCR256.4(Rom117_XVII)16117.ab1                                                                                                                   114 

PCR284.6(Rom117_XVII)16209.ab1  ....................................                                                                             137 

PCR284.6(Rom117_XVII)16348.ab1  ...................................                                                                                1 

PCR286.12(Rom117_XVII)16209.ab1 ....................................                                                                             128 

PCR286.12(Rom117_XVII)16348.ab1 ...................................                                                                                1 

PCR164.2(Rom117_XVII)16410.ab1  .............................................................................................                      1 

PCR258.6(Rom117_XVII)16287.ab1  ..................................................................................................               122 

PCR258.6(Rom117_XVII)16410.ab1  ..................................................................................................               122 

 

 

 

  



RomIII118a 
 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR243.14(Rom118_XXV)15996.ab1 .........................................................................................................        105 

PCR317.11(Rom118_XXV)15996.ab1 .........................................................................................................        105 

PCR244.10(Rom118_XXV)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR244.10(Rom118_XXV)16233.ab1 ---------------------------------------------------------------------------------------------------------         77 

PCR318.7(Rom118_XXV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR183.8(Rom118_XXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR301.7(Rom118_XXV)16348.ab1  ---------------------------------------------------------------------------------------------------------        139 

PCR246.2(Rom118_XXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR272.3(Rom118_XXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                       16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                    TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR243.14(Rom118_XXV)15996.ab1 ........................................                                                                         145 

PCR317.11(Rom118_XXV)15996.ab1 ........................................                                                                         145 

PCR244.10(Rom118_XXV)16117.ab1 ----------------.........................................................................................         89 

PCR244.10(Rom118_XXV)16233.ab1 ----------------............................................................................                       1 

PCR318.7(Rom118_XXV)16117.ab1  -----------------........................................................................................         88 

PCR183.8(Rom118_XXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR301.7(Rom118_XXV)16348.ab1  ---------------------------------------------------------------------------------------------------------        139 

PCR246.2(Rom118_XXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR272.3(Rom118_XXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR243.14(Rom118_XXV)15996.ab1                                                                                                                  145 

PCR317.11(Rom118_XXV)15996.ab1                                                                                                                  145 

PCR244.10(Rom118_XXV)16117.ab1 ..........................                                                                                       115 

PCR244.10(Rom118_XXV)16233.ab1                                                                                                                    1 

PCR318.7(Rom118_XXV)16117.ab1  ..........................                                                                                       114 

PCR183.8(Rom118_XXV)16209.ab1  ----...................................................................................T.........C.......        101 

PCR301.7(Rom118_XXV)16348.ab1  ---....................................................................................T.........C.......         37 

PCR246.2(Rom118_XXV)16287.ab1  ---------------------------------------------------------------------------------......T.........C.......         24 

PCR272.3(Rom118_XXV)16287.ab1  ---------------------------------------------------------------------------------......T.........C.......         24 

 

 

  



                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                       16320     16330     16340     16350     16360     16370     16380     16390     16400      

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                    ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR243.14(Rom118_XXV)15996.ab1                                                                                                                  145 

PCR317.11(Rom118_XXV)15996.ab1                                                                                                                  145 

PCR244.10(Rom118_XXV)16117.ab1                                                                                                                  115 

PCR244.10(Rom118_XXV)16233.ab1                                                                                                                    1 

PCR318.7(Rom118_XXV)16117.ab1                                                                                                                   114 

PCR183.8(Rom118_XXV)16209.ab1  ........T...........................                                                                             137 

PCR301.7(Rom118_XXV)16348.ab1  ........T...........................                                                                               1 

PCR246.2(Rom118_XXV)16287.ab1  ........T.........................................................................................               122 

PCR272.3(Rom118_XXV)16287.ab1  ........T.........................................................................................               122 

 

 

 

 



RomIII118b 
 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR239.3(Rom118_XXXIV)16142.ab1  .........................................................................................................         26 

PCR317.12(Rom118_XXXIV)15996.ab1 .........................................................................................................        105 

PCR240.3(Rom118_XXXIV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR240.3(Rom118_XXXIV)16233.ab1  ---------------------------------------------------------------------------------------------------------        115 

PCR318.8(Rom118_XXXIV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR305.7(Rom118_XXXIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR329.4(Rom118_XXXIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR329.4(Rom118_XXXIV)16348.ab1  ---------------------------------------------------------------------------------------------------------        136 

PCR242.1(Rom118_XXXIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR242.1(Rom118_XXXIV)16410.ab1  ---------------------------------------------------------------------------------------------------------        121 

PCR262.3(Rom118_XXXIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR306.5(Rom118_XXXIV)16410.ab1  ---------------------------------------------------------------------------------------------------------        121 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR239.3(Rom118_XXXIV)16142.ab1  .........................                                                                                          1 

PCR317.12(Rom118_XXXIV)15996.ab1 ........................................                                                                         145 

PCR240.3(Rom118_XXXIV)16117.ab1  ----------------.........................................................................................         89 

PCR240.3(Rom118_XXXIV)16233.ab1  ----------------.........................................................................................         26 

PCR318.8(Rom118_XXXIV)16117.ab1  ----------------.........................................................................................         89 

PCR305.7(Rom118_XXXIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR329.4(Rom118_XXXIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR329.4(Rom118_XXXIV)16348.ab1  ---------------------------------------------------------------------------------------------------------        136 

PCR242.1(Rom118_XXXIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR242.1(Rom118_XXXIV)16410.ab1  ---------------------------------------------------------------------------------------------------------        121 

PCR262.3(Rom118_XXXIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR306.5(Rom118_XXXIV)16410.ab1  ---------------------------------------------------------------------------------------------------------        121 

 

 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR239.3(Rom118_XXXIV)16142.ab1                                                                                                                     1 

PCR317.12(Rom118_XXXIV)15996.ab1                                                                                                                  145 

PCR240.3(Rom118_XXXIV)16117.ab1  ..........................                                                                                       115 

PCR240.3(Rom118_XXXIV)16233.ab1  .........................                                                                                          1 

PCR318.8(Rom118_XXXIV)16117.ab1  ..........................                                                                                       115 

PCR305.7(Rom118_XXXIV)16209.ab1  ----...................................................................................T.........C.......        101 

PCR329.4(Rom118_XXXIV)16209.ab1  -----..................................................................................T.........C.......        100 

PCR329.4(Rom118_XXXIV)16348.ab1  ---....................................................................................T.........C.......         34 

PCR242.1(Rom118_XXXIV)16287.ab1  ---------------------------------------------------------------------------------......T.........C.......         24 

PCR242.1(Rom118_XXXIV)16410.ab1  ---------------------------------------------------------------------------------......T.........C.......         97 

PCR262.3(Rom118_XXXIV)16287.ab1  ---------------------------------------------------------------------------------......T.........C.......         24 

PCR306.5(Rom118_XXXIV)16410.ab1  ---------------------------------------------------------------------------------......T.........C.......         97 

 

 



                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR239.3(Rom118_XXXIV)16142.ab1                                                                                                                     1 

PCR317.12(Rom118_XXXIV)15996.ab1                                                                                                                  145 

PCR240.3(Rom118_XXXIV)16117.ab1                                                                                                                   115 

PCR240.3(Rom118_XXXIV)16233.ab1                                                                                                                     1 

PCR318.8(Rom118_XXXIV)16117.ab1                                                                                                                   115 

PCR305.7(Rom118_XXXIV)16209.ab1  ....................................                                                                             137 

PCR329.4(Rom118_XXXIV)16209.ab1  ....................................                                                                             136 

PCR329.4(Rom118_XXXIV)16348.ab1  .................................                                                                                  1 

PCR242.1(Rom118_XXXIV)16287.ab1  ..................................................................................................               122 

PCR242.1(Rom118_XXXIV)16410.ab1  ..............W.................................................................................                   1 

PCR262.3(Rom118_XXXIV)16287.ab1  ..................................................................................................               122 

PCR306.5(Rom118_XXXIV)16410.ab1  ................................................................................................                   1 

 

 

 

 

 

  



RomIII120a 
 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                 16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                   TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.6(Rom120_XV)15996.ab1  -------------............................................................................................         92 

PCR180.6(Rom120_XV)16142.ab1  .......S.................................................................................................         41 

PCR244.11(Rom120_XV)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR244.11(Rom120_XV)16233.ab1 ---------------------------------------------------------------------------------------------------------         80 

PCR286.14(Rom120_XV)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR301.8(Rom120_XV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR164.10(Rom120_XV)16410.ab1 ---------------------------------------------------------------------------------------------------------        120 

PCR302.8(Rom120_XV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                      16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                   TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.6(Rom120_XV)15996.ab1  ........................................                                                                         132 

PCR180.6(Rom120_XV)16142.ab1  ........................................                                                                           1 

PCR244.11(Rom120_XV)16117.ab1 ----------------.........................................................................................         89 

PCR244.11(Rom120_XV)16233.ab1 ----------------...............................................................................                    1 

PCR286.14(Rom120_XV)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR301.8(Rom120_XV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR164.10(Rom120_XV)16410.ab1 ---------------------------------------------------------------------------------------------------------        120 

PCR302.8(Rom120_XV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                 16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                              ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                   AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.6(Rom120_XV)15996.ab1                                                                                                                   132 

PCR180.6(Rom120_XV)16142.ab1                                                                                                                     1 

PCR244.11(Rom120_XV)16117.ab1 ..........................                                                                                       115 

PCR244.11(Rom120_XV)16233.ab1                                                                                                                    1 

PCR286.14(Rom120_XV)16209.ab1 -----..............................................R.....................................................        100 

PCR301.8(Rom120_XV)16209.ab1  ---......................................................................................................        102 

PCR164.10(Rom120_XV)16410.ab1 ---------------------------------------------------------------------------------........................         96 

PCR302.8(Rom120_XV)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

 

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                      16320     16330     16340     16350     16360     16370     16380     16390     16400      

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                   ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.6(Rom120_XV)15996.ab1                                                                                                                   132 

PCR180.6(Rom120_XV)16142.ab1                                                                                                                     1 

PCR244.11(Rom120_XV)16117.ab1                                                                                                                  115 

PCR244.11(Rom120_XV)16233.ab1                                                                                                                    1 

PCR286.14(Rom120_XV)16209.ab1 ....................................                                                                             136 

PCR301.8(Rom120_XV)16209.ab1  ....................................                                                                             138 

PCR164.10(Rom120_XV)16410.ab1 .............................................................................................W.                    1 

PCR302.8(Rom120_XV)16287.ab1  ..................................................................................................               122 



RomIII120b 
 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                     16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                       TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR239.4(Rom120_XXXVII)15996.ab1  .........................................................................................................        105 

PCR239.4(Rom120_XXXVII)16142.ab1  .........................................................................................................         41 

PCR303.8(Rom120_XXXVII)15996.ab1  .........................................................................................................        105 

PCR218.10(Rom120_XXXVII)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR240.4(Rom120_XXXVII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR240.4(Rom120_XXXVII)16233.ab1  ---------------------------------------------------------------------------------------------------------         47 

PCR256.5(Rom120_XXXVII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR311.2(Rom120_XXXVII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR241.4(Rom120_XXXVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR305.8(Rom120_XXXVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR242.2(Rom120_XXXVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                          16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                       TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR239.4(Rom120_XXXVII)15996.ab1  ........................................                                                                         145 

PCR239.4(Rom120_XXXVII)16142.ab1  ........................................                                                                           1 

PCR303.8(Rom120_XXXVII)15996.ab1  ........................................                                                                         145 

PCR218.10(Rom120_XXXVII)16117.ab1 -----------------...............................................................CC.....C....                      75 

PCR240.4(Rom120_XXXVII)16117.ab1  ----------------................................................................CC.....C....                      76 

PCR240.4(Rom120_XXXVII)16233.ab1  ---------------------------------------------------------------------------------C.....C.................         23 

PCR256.5(Rom120_XXXVII)16117.ab1  -----------------...............................................................CC.....C....                      75 

PCR311.2(Rom120_XXXVII)16117.ab1  -----------------...............................................................CC.....C.....                     76 

PCR241.4(Rom120_XXXVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR305.8(Rom120_XXXVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR242.2(Rom120_XXXVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                     16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                       AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR239.4(Rom120_XXXVII)15996.ab1                                                                                                                   145 

PCR239.4(Rom120_XXXVII)16142.ab1                                                                                                                     1 

PCR303.8(Rom120_XXXVII)15996.ab1                                                                                                                   145 

PCR218.10(Rom120_XXXVII)16117.ab1                                                                                                                   75 

PCR240.4(Rom120_XXXVII)16117.ab1                                                                                                                    76 

PCR240.4(Rom120_XXXVII)16233.ab1  ......................                                                                                             1 

PCR256.5(Rom120_XXXVII)16117.ab1                                                                                                                    75 

PCR311.2(Rom120_XXXVII)16117.ab1                                                                                                                    76 

PCR241.4(Rom120_XXXVII)16209.ab1  -----......................T.............................................................................        100 

PCR305.8(Rom120_XXXVII)16209.ab1  ---........................T.............................................................................        102 

PCR242.2(Rom120_XXXVII)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

 

  



                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                          16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                       ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR239.4(Rom120_XXXVII)15996.ab1                                                                                                                   145 

PCR239.4(Rom120_XXXVII)16142.ab1                                                                                                                     1 

PCR303.8(Rom120_XXXVII)15996.ab1                                                                                                                   145 

PCR218.10(Rom120_XXXVII)16117.ab1                                                                                                                   75 

PCR240.4(Rom120_XXXVII)16117.ab1                                                                                                                    76 

PCR240.4(Rom120_XXXVII)16233.ab1                                                                                                                     1 

PCR256.5(Rom120_XXXVII)16117.ab1                                                                                                                    75 

PCR311.2(Rom120_XXXVII)16117.ab1                                                                                                                    76 

PCR241.4(Rom120_XXXVII)16209.ab1  ............C.......................                                                                             136 

PCR305.8(Rom120_XXXVII)16209.ab1  ............C.......................                                                                             138 

PCR242.2(Rom120_XXXVII)16287.ab1  ............C.....................................................................................               122 

 

 

 

 

 

 

 

 

  



RomIII121 
 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.7(Rom121_XVI)15996.ab1  ---------------------------......S.......................................................................         78 

PCR180.7(Rom121_XVI)16142.ab1  .......S.................................................................................................         41 

PCR270.1(Rom121_XVI)15996.ab1  .........................................................................................................        105 

PCR270.1(Rom121_XVI)16142.ab1  .........................................................................................................         41 

PCR287.7(Rom121_XVI)16142.ab1  .......S.........M..............................W........................................................         33 

PCR244.12(Rom121_XVI)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR244.12(Rom121_XVI)16233.ab1 ---------------------------------------------------------------------------------------------------------         72 

PCR266.1(Rom121_XVI)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.7(Rom121_XVI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.7(Rom121_XVI)16348.ab1  ---------------------------------------------------------------------------------------------------------        137 

PCR162.1(Rom121_XVI)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR262.4(Rom121_XVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                       16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                    TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.7(Rom121_XVI)15996.ab1  ........................................                                                                         118 

PCR180.7(Rom121_XVI)16142.ab1  ........................................                                                                           1 

PCR270.1(Rom121_XVI)15996.ab1  ........................................                                                                         145 

PCR270.1(Rom121_XVI)16142.ab1  ........................................                                                                           1 

PCR287.7(Rom121_XVI)16142.ab1  ................................                                                                                   1 

PCR244.12(Rom121_XVI)16117.ab1 -----------------........................................................................................         88 

PCR244.12(Rom121_XVI)16233.ab1 -----------------------.......................................................................                     1 

PCR266.1(Rom121_XVI)16117.ab1  ----------------------------------.......................................................................         71 

PCR284.7(Rom121_XVI)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.7(Rom121_XVI)16348.ab1  ---------------------------------------------------------------------------------------------------------        137 

PCR162.1(Rom121_XVI)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR262.4(Rom121_XVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.7(Rom121_XVI)15996.ab1                                                                                                                   118 

PCR180.7(Rom121_XVI)16142.ab1                                                                                                                     1 

PCR270.1(Rom121_XVI)15996.ab1                                                                                                                   145 

PCR270.1(Rom121_XVI)16142.ab1                                                                                                                     1 

PCR287.7(Rom121_XVI)16142.ab1                                                                                                                     1 

PCR244.12(Rom121_XVI)16117.ab1 ..........................                                                                                       114 

PCR244.12(Rom121_XVI)16233.ab1                                                                                                                    1 

PCR266.1(Rom121_XVI)16117.ab1  ..........................                                                                                        97 

PCR284.7(Rom121_XVI)16209.ab1  ---------------------------------......................................................T.........C.......         72 

PCR284.7(Rom121_XVI)16348.ab1  ---....................................................................................T.........C.......         35 

PCR162.1(Rom121_XVI)16410.ab1  ---------------------------------------------------------------------------------......T.Y.......C.......         94 

PCR262.4(Rom121_XVI)16287.ab1  ---------------------------------------------------------------------------------......T.........C.......         24 

 

 



  

                              --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                       16320     16330     16340     16350     16360     16370     16380     16390     16400      

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                    ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.7(Rom121_XVI)15996.ab1                                                                                                                   118 

PCR180.7(Rom121_XVI)16142.ab1                                                                                                                     1 

PCR270.1(Rom121_XVI)15996.ab1                                                                                                                   145 

PCR270.1(Rom121_XVI)16142.ab1                                                                                                                     1 

PCR287.7(Rom121_XVI)16142.ab1                                                                                                                     1 

PCR244.12(Rom121_XVI)16117.ab1                                                                                                                  114 

PCR244.12(Rom121_XVI)16233.ab1                                                                                                                    1 

PCR266.1(Rom121_XVI)16117.ab1                                                                                                                    97 

PCR284.7(Rom121_XVI)16209.ab1  ........T...........................                                                                             108 

PCR284.7(Rom121_XVI)16348.ab1  ........T..........................                                                                                1 

PCR162.1(Rom121_XVI)16410.ab1  ........Y....................................................................................                      1 

PCR262.4(Rom121_XVI)16287.ab1  ........T.........................................................................................               122 

 

 

 

 



RomIIIT11A-a 
 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.8(RomT11A_XVII)15996.ab1  .........................................................................................................        105 

PCR180.8(RomT11A_XVII)16142.ab1  .........................................................................................................         41 

PCR248.1(RomT11A_XXXXI)15996.ab1 .........................................................................................................        105 

PCR248.1(RomT11A_XXXXI)16142.ab1 .........................................................................................................         34 

PCR238.7(RomT11A_XXXXI)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR238.7(RomT11A_XXXXI)16233.ab1 ---------------------------------------------------------------------------------------------------------        113 

PCR244.13(RomT11A_XVII)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR244.13(RomT11A_XVII)16233.ab1 ---------------------------------------------------------------------------------------------------------         71 

PCR271.2(RomT11A_XXXXI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR285.8(RomT11A_XVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR319.8(RomT11A_XXXXI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR164.4(RomT11A_XVII)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR222.2(RomT11A_XXXXI)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR272.4(RomT11A_XVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.8(RomT11A_XVII)15996.ab1  ........................................                                                                         145 

PCR180.8(RomT11A_XVII)16142.ab1  ........................................                                                                           1 

PCR248.1(RomT11A_XXXXI)15996.ab1 ........................................                                                                         145 

PCR248.1(RomT11A_XXXXI)16142.ab1 .................................                                                                                  1 

PCR238.7(RomT11A_XXXXI)16117.ab1 ----------------.........................................................................................         89 

PCR238.7(RomT11A_XXXXI)16233.ab1 ----------------.........................................................................................         24 

PCR244.13(RomT11A_XVII)16117.ab1 ----------------.........................................................................................         89 

PCR244.13(RomT11A_XVII)16233.ab1 ----------------......................................................................                             1 

PCR271.2(RomT11A_XXXXI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR285.8(RomT11A_XVII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR319.8(RomT11A_XXXXI)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR164.4(RomT11A_XVII)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR222.2(RomT11A_XXXXI)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR272.4(RomT11A_XVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

  



                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.8(RomT11A_XVII)15996.ab1                                                                                                                   145 

PCR180.8(RomT11A_XVII)16142.ab1                                                                                                                     1 

PCR248.1(RomT11A_XXXXI)15996.ab1                                                                                                                  145 

PCR248.1(RomT11A_XXXXI)16142.ab1                                                                                                                    1 

PCR238.7(RomT11A_XXXXI)16117.ab1 ..........................                                                                                       115 

PCR238.7(RomT11A_XXXXI)16233.ab1 .......................                                                                                            1 

PCR244.13(RomT11A_XVII)16117.ab1 ..........................                                                                                       115 

PCR244.13(RomT11A_XVII)16233.ab1                                                                                                                    1 

PCR271.2(RomT11A_XXXXI)16209.ab1 -----..................................................................................T.........C.......        100 

PCR285.8(RomT11A_XVII)16209.ab1  -------................................................................................T.........C.......         98 

PCR319.8(RomT11A_XXXXI)16209.ab1 -----..................................................................................T.........C.......        100 

PCR164.4(RomT11A_XVII)16410.ab1  ---------------------------------------------------------------------------------......T.........C.......         94 

PCR222.2(RomT11A_XXXXI)16287.ab1 ---------------------------------------------------------------------------------......T.........C.......         24 

PCR272.4(RomT11A_XVII)16287.ab1  ---------------------------------------------------------------------------------......T.........C.......         24 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.8(RomT11A_XVII)15996.ab1                                                                                                                   145 

PCR180.8(RomT11A_XVII)16142.ab1                                                                                                                     1 

PCR248.1(RomT11A_XXXXI)15996.ab1                                                                                                                  145 

PCR248.1(RomT11A_XXXXI)16142.ab1                                                                                                                    1 

PCR238.7(RomT11A_XXXXI)16117.ab1                                                                                                                  115 

PCR238.7(RomT11A_XXXXI)16233.ab1                                                                                                                    1 

PCR244.13(RomT11A_XVII)16117.ab1                                                                                                                  115 

PCR244.13(RomT11A_XVII)16233.ab1                                                                                                                    1 

PCR271.2(RomT11A_XXXXI)16209.ab1 ........T...........................                                                                             136 

PCR285.8(RomT11A_XVII)16209.ab1  ........T...........................                                                                             134 

PCR319.8(RomT11A_XXXXI)16209.ab1 ........T...........................                                                                             136 

PCR164.4(RomT11A_XVII)16410.ab1  ........T....................................................................................                      1 

PCR222.2(RomT11A_XXXXI)16287.ab1 ........T.........................................................................................               122 

PCR272.4(RomT11A_XVII)16287.ab1  ........T.........................................................................................               122 

 

 

 

  



RomIIIT11A-b 
 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                      16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                        TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR239.5(RomT11A_XXV)15996.ab1     ...K.....................................................................................................        105 

PCR239.5(RomT11A_XXV)16142.ab1     .........................................................................................................         35 

PCR317.14(RomT11A_XXV)15996.ab1    .........................................................................................................        105 

PCR240.5(RomT11A_XXV)16117.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR240.5(RomT11A_XXV)16233_(1).ab1 ---------------------------------------------------------------------------------------------------------        111 

PCR240.5(RomT11A_XXV)16233.ab1     ---------------------------------------------------------------------------------------------------------         77 

PCR318.10(RomT11A_XXV)16117.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR286.5(RomT11A_XXV)16209.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR319.9(RomT11A_XXV)16209.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR242.3(RomT11A_XXV)16287.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR282.1(RomT11A_XXV)16287.ab1     ---------------------------------------------------------------------------------------------------------          0 

 

 

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                           16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                        TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR239.5(RomT11A_XXV)15996.ab1     ........................................                                                                         145 

PCR239.5(RomT11A_XXV)16142.ab1     ..................................                                                                                 1 

PCR317.14(RomT11A_XXV)15996.ab1    ........................................                                                                         145 

PCR240.5(RomT11A_XXV)16117.ab1     ----------------.........................................................................................         89 

PCR240.5(RomT11A_XXV)16233_(1).ab1 ----------------.........................................................................................         22 

PCR240.5(RomT11A_XXV)16233.ab1     ----------------............................................................................                       1 

PCR318.10(RomT11A_XXV)16117.ab1    ----------------.........................................................................................         89 

PCR286.5(RomT11A_XXV)16209.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR319.9(RomT11A_XXV)16209.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR242.3(RomT11A_XXV)16287.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR282.1(RomT11A_XXV)16287.ab1     ---------------------------------------------------------------------------------------------------------          0 

 

 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                      16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                        AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR239.5(RomT11A_XXV)15996.ab1                                                                                                                      145 

PCR239.5(RomT11A_XXV)16142.ab1                                                                                                                        1 

PCR317.14(RomT11A_XXV)15996.ab1                                                                                                                     145 

PCR240.5(RomT11A_XXV)16117.ab1     ..........................                                                                                       115 

PCR240.5(RomT11A_XXV)16233_(1).ab1 .....................                                                                                              1 

PCR240.5(RomT11A_XXV)16233.ab1                                                                                                                        1 

PCR318.10(RomT11A_XXV)16117.ab1    ..........................                                                                                       115 

PCR286.5(RomT11A_XXV)16209.ab1     -----..................................................................................T.........C.......        100 

PCR319.9(RomT11A_XXV)16209.ab1     -----..................................................................................T.........C.......        100 

PCR242.3(RomT11A_XXV)16287.ab1     ---------------------------------------------------------------------------------......T.........C.......         24 

PCR282.1(RomT11A_XXV)16287.ab1     ---------------------------------------------------------------------------------......T.........C.......         24 

 

 

   



                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                           16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                        ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR239.5(RomT11A_XXV)15996.ab1                                                                                                                      145 

PCR239.5(RomT11A_XXV)16142.ab1                                                                                                                        1 

PCR317.14(RomT11A_XXV)15996.ab1                                                                                                                     145 

PCR240.5(RomT11A_XXV)16117.ab1                                                                                                                      115 

PCR240.5(RomT11A_XXV)16233_(1).ab1                                                                                                                    1 

PCR240.5(RomT11A_XXV)16233.ab1                                                                                                                        1 

PCR318.10(RomT11A_XXV)16117.ab1                                                                                                                     115 

PCR286.5(RomT11A_XXV)16209.ab1     ....................................                                                                             136 

PCR319.9(RomT11A_XXV)16209.ab1     ....................................                                                                             136 

PCR242.3(RomT11A_XXV)16287.ab1     ..................................................................................................               122 

PCR282.1(RomT11A_XXV)16287.ab1     ..................................................................................................               122 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  



RomIIIT12E-a 
 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                     16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                       TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.9(RomT12E_XVIII)15996.ab1  .........................................................................................................        105 

PCR180.9(RomT12E_XVIII)16142.ab1  .........................................................................................................         41 

PCR310.9(RomT12E_XVIII)16142.ab1  .........................................................................................................         41 

PCR256.6(RomT12E_XVIII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR304.8(RomT12E_XVIII)16233.ab1  ---------------------------------------------------------------------------------------------------------        113 

PCR301.14(RomT12E_XVIII)16348.ab1 ---------------------------------------------------------------------------------------------------------        139 

PCR166.4(RomT12E_XVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR302.9(RomT12E_XVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                          16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                       TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.9(RomT12E_XVIII)15996.ab1  ........................C...............                                                                         145 

PCR180.9(RomT12E_XVIII)16142.ab1  ........................C...............                                                                           1 

PCR310.9(RomT12E_XVIII)16142.ab1  ........................C...............                                                                           1 

PCR256.6(RomT12E_XVIII)16117.ab1  -----------------.......C................................................................................         88 

PCR304.8(RomT12E_XVIII)16233.ab1  ----------------........C................................................................................         24 

PCR301.14(RomT12E_XVIII)16348.ab1 ---------------------------------------------------------------------------------------------------------        139 

PCR166.4(RomT12E_XVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR302.9(RomT12E_XVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                     16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                       AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.9(RomT12E_XVIII)15996.ab1                                                                                                                   145 

PCR180.9(RomT12E_XVIII)16142.ab1                                                                                                                     1 

PCR310.9(RomT12E_XVIII)16142.ab1                                                                                                                     1 

PCR256.6(RomT12E_XVIII)16117.ab1  ..........................                                                                                       114 

PCR304.8(RomT12E_XVIII)16233.ab1  .......................                                                                                            1 

PCR301.14(RomT12E_XVIII)16348.ab1 ---..................................................................................T.T.T...............         37 

PCR166.4(RomT12E_XVIII)16287.ab1  ---------------------------------------------------------------------------------....T.T.T...............         24 

PCR302.9(RomT12E_XVIII)16287.ab1  ---------------------------------------------------------------------------------....T.T.T...............         24 

 

 

                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                          16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                       ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.9(RomT12E_XVIII)15996.ab1                                                                                                                   145 

PCR180.9(RomT12E_XVIII)16142.ab1                                                                                                                     1 

PCR310.9(RomT12E_XVIII)16142.ab1                                                                                                                     1 

PCR256.6(RomT12E_XVIII)16117.ab1                                                                                                                   114 

PCR304.8(RomT12E_XVIII)16233.ab1                                                                                                                     1 

PCR301.14(RomT12E_XVIII)16348.ab1 ....................................                                                                               1 

PCR166.4(RomT12E_XVIII)16287.ab1 ..................................................................................................               122 

PCR302.9(RomT12E_XVIII)16287.ab1 ..................................................................................................               122 



RomIIIT12E-b 
 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR248.2(RomT12E_XXII)15996.ab1  ........................................................................T................................        105 

PCR248.2(RomT12E_XXII)16142.ab1  ........................................................................T................................         41 

PCR260.4(RomT12E_XXII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR300.11(RomT12E_XXII)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR305.13(RomT12E_XXII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR258.7(RomT12E_XXII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR306.7(RomT12E_XXII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR248.2(RomT12E_XXII)15996.ab1  ........................C...............                                                                         145 

PCR248.2(RomT12E_XXII)16142.ab1  ........................C...............                                                                           1 

PCR260.4(RomT12E_XXII)16117.ab1  ----------------........C................................................................................         89 

PCR300.11(RomT12E_XXII)16117.ab1 -----------------.......C................................................................................         88 

PCR305.13(RomT12E_XXII)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR258.7(RomT12E_XXII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR306.7(RomT12E_XXII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR248.2(RomT12E_XXII)15996.ab1                                                                                                                   145 

PCR248.2(RomT12E_XXII)16142.ab1                                                                                                                     1 

PCR260.4(RomT12E_XXII)16117.ab1  ..........................                                                                                       115 

PCR300.11(RomT12E_XXII)16117.ab1 ..........................                                                                                       114 

PCR305.13(RomT12E_XXII)16209.ab1 -----....................................................................................................        100 

PCR258.7(RomT12E_XXII)16287.ab1  ---------------------------------------------------------------------------------........................         24 

PCR306.7(RomT12E_XXII)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR248.2(RomT12E_XXII)15996.ab1                                                                                                                   145 

PCR248.2(RomT12E_XXII)16142.ab1                                                                                                                     1 

PCR260.4(RomT12E_XXII)16117.ab1                                                                                                                   115 

PCR300.11(RomT12E_XXII)16117.ab1                                                                                                                  114 

PCR305.13(RomT12E_XXII)16209.ab1 ....................................                                                                             136 

PCR258.7(RomT12E_XXII)16287.ab1  ..................................................................................................               122 

PCR306.7(RomT12E_XXII)16287.ab1  ..................................................................................................               122 

  



RomIIIT12E-c 
                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR239.6(RomT12E_XXXV)15996.ab1  .........................................................................................................        105 

PCR239.6(RomT12E_XXXV)16142.ab1  .......S.................................................................................................         41 

PCR239.7(RomT12E_XXXIV)16142.ab1 .......S.................................................................................................         41 

PCR303.13(RomT12E_XXXV)15996.ab1 .........................................................................................................        105 

PCR266.2(RomT12E_XXXIV)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR267.1(RomT12E_XXXV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR300.12(RomT12E_XXXV)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR241.6(RomT12E_XXXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR241.7(RomT12E_XXXIV)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR305.14(RomT12EXXXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR215.5(RomT12E_XXXIV)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR215.7(RomT12E_XXXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR246.3(RomT12E_XXXIV)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR330.7(RomT12E_XXXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR239.6(RomT12E_XXXV)15996.ab1  ........................................                                                                         145 

PCR239.6(RomT12E_XXXV)16142.ab1  ........................................                                                                           1 

PCR239.7(RomT12E_XXXIV)16142.ab1 ........................................                                                                           1 

PCR303.13(RomT12E_XXXV)15996.ab1 ........................................                                                                         145 

PCR266.2(RomT12E_XXXIV)16117.ab1 ----------------.........................................................................................         89 

PCR267.1(RomT12E_XXXV)16117.ab1  -----------------........................................................................................         88 

PCR300.12(RomT12E_XXXV)16117.ab1 ----------------.........................................................................................         89 

PCR241.6(RomT12E_XXXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR241.7(RomT12E_XXXIV)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR305.14(RomT12EXXXV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR215.5(RomT12E_XXXIV)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR215.7(RomT12E_XXXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR246.3(RomT12E_XXXIV)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR330.7(RomT12E_XXXV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

  



                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR239.6(RomT12E_XXXV)15996.ab1                                                                                                                   145 

PCR239.6(RomT12E_XXXV)16142.ab1                                                                                                                     1 

PCR239.7(RomT12E_XXXIV)16142.ab1                                                                                                                    1 

PCR303.13(RomT12E_XXXV)15996.ab1                                                                                                                  145 

PCR266.2(RomT12E_XXXIV)16117.ab1 ..........................                                                                                       115 

PCR267.1(RomT12E_XXXV)16117.ab1  ..........................                                                                                       114 

PCR300.12(RomT12E_XXXV)16117.ab1 ..........................                                                                                       115 

PCR241.6(RomT12E_XXXV)16209.ab1  ---....................................................................................T.........C.......        102 

PCR241.7(RomT12E_XXXIV)16209.ab1 -----..................................................................................T.........C.......        100 

PCR305.14(RomT12EXXXV)16209.ab1  -----..................................................................................T.........C.......        100 

PCR215.5(RomT12E_XXXIV)16287.ab1 -------------------------------------------------------------------------------------..T.........C.......         20 

PCR215.7(RomT12E_XXXV)16287.ab1  ---------------------------------------------------------------------------------......T.........C.......         24 

PCR246.3(RomT12E_XXXIV)16287.ab1 ---------------------------------------------------------------------------------......T.........C.......         24 

PCR330.7(RomT12E_XXXV)16287.ab1  ---------------------------------------------------------------------------------......T.........C.......         24 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR239.6(RomT12E_XXXV)15996.ab1                                                                                                                   145 

PCR239.6(RomT12E_XXXV)16142.ab1                                                                                                                     1 

PCR239.7(RomT12E_XXXIV)16142.ab1                                                                                                                    1 

PCR303.13(RomT12E_XXXV)15996.ab1                                                                                                                  145 

PCR266.2(RomT12E_XXXIV)16117.ab1                                                                                                                  115 

PCR267.1(RomT12E_XXXV)16117.ab1                                                                                                                   114 

PCR300.12(RomT12E_XXXV)16117.ab1                                                                                                                  115 

PCR241.6(RomT12E_XXXV)16209.ab1  ........T...........................                                                                             138 

PCR241.7(RomT12E_XXXIV)16209.ab1 ........T...........................                                                                             136 

PCR305.14(RomT12EXXXV)16209.ab1  ........T...........................                                                                             136 

PCR215.5(RomT12E_XXXIV)16287.ab1 ........T.........................................................................................               118 

PCR215.7(RomT12E_XXXV)16287.ab1  ........T.........................................................................................               122 

PCR246.3(RomT12E_XXXIV)16287.ab1 ........T.........................................................................................               122 

PCR330.7(RomT12E_XXXV)16287.ab1  ........T.........................................................................................               122 

  



RomIVT2A 
 

                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                       16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                         TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR259.14(RomIVT2A_XXIV)15996.ab1   ..K-.....................................................................................................        104 

PCR259.14(RomIVT2A_XXIV)16142.ab1   .........................................................................................................         41 

PCR317.16(RomIVT2A_XXXIII)15996.ab1 ..-......................................................................................................        104 

PCR180.10(RomIVT2A_XVII)15996.ab1   .........................................................................................................        105 

PCR180.10(RomIVT2A_XVII)16142.ab1   .......S.................................................................................................         40 

PCR317.15(RomIVT2A_XVII)15996.ab1   .........................................................................................................        105 

PCR327.5(RomIVT2A_XVII)15996.ab1    .........................................................................................................        105 

PCR327.5(RomIVT2A_XVII)16142.ab1    .........................................................................................................         39 

PCR213.8(RomIVT2A_XXXIII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR260.13(RomIVT2A_XXIV)16117.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR304.9(RomIVT2A_XXXIII)16233.ab1  ---------------------------------------------------------------------------------------------------------        107 

PCR197.10(RomIVT2A_XVII)16233.ab1   ---------------------------------------------------------------------------------------------------------         74 

PCR318.11(RomIVT2A_XVII)16117.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR328.7(RomIVT2A_XVII)16117.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR328.7(RomIVT2A_XVII)16233.ab1    ---------------------------------------------------------------------------------------------------------        111 

PCR268.9(RomIVT2A_XXIV)16209K.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR286.2(RomIVT2A_XXIV)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR312.3(RomIVT2A_XXIV)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR301.15(RomIVT2A_XVII)16209.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR329.5(RomIVT2A_XVII)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR329.5(RomIVT2A_XVII)16348.ab1    ---------------------------------------------------------------------------------------------------------        137 

PCR164.3(RomIV_T2A_XVII)16410.ab1   ---------------------------------------------------------------------------------------------------------        118 

PCR320.6(RomIVT2A_XVII)16287.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR262.13(RomIVT2A_XXIV)16287.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR282.2(RomIVT2A_XXXIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

  



                                    --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                            16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                    --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                         TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR259.14(RomIVT2A_XXIV)15996.ab1   ........................................                                                                         144 

PCR259.14(RomIVT2A_XXIV)16142.ab1   ........................................                                                                           1 

PCR317.16(RomIVT2A_XXXIII)15996.ab1 ........................................                                                                         144 

PCR180.10(RomIVT2A_XVII)15996.ab1   ........................................                                                                         145 

PCR180.10(RomIVT2A_XVII)16142.ab1   .......................................                                                                            1 

PCR317.15(RomIVT2A_XVII)15996.ab1   ........................................                                                                         145 

PCR327.5(RomIVT2A_XVII)15996.ab1    ........................................                                                                         145 

PCR327.5(RomIVT2A_XVII)16142.ab1    ...............-.......................                                                                            1 

PCR213.8(RomIVT2A_XXXIII)16117.ab1  ----------------.........................................................................................         89 

PCR260.13(RomIVT2A_XXIV)16117.ab1   ----------------.........................................................................................         89 

PCR304.9(RomIVT2A_XXXIII)16233.ab1  ----------------.........................................................................................         18 

PCR197.10(RomIVT2A_XVII)16233.ab1   ----------------.........................................................................                          1 

PCR318.11(RomIVT2A_XVII)16117.ab1   ----------------.........................................................................................         89 

PCR328.7(RomIVT2A_XVII)16117.ab1    ----------------.........................................................................................         89 

PCR328.7(RomIVT2A_XVII)16233.ab1    ----------------..................K......................................................................         22 

PCR268.9(RomIVT2A_XXIV)16209K.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR286.2(RomIVT2A_XXIV)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR312.3(RomIVT2A_XXIV)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR301.15(RomIVT2A_XVII)16209.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR329.5(RomIVT2A_XVII)16209.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR329.5(RomIVT2A_XVII)16348.ab1    ---------------------------------------------------------------------------------------------------------        137 

PCR164.3(RomIV_T2A_XVII)16410.ab1   ---------------------------------------------------------------------------------------------------------        118 

PCR320.6(RomIVT2A_XVII)16287.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR262.13(RomIVT2A_XXIV)16287.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR282.2(RomIVT2A_XXXIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

  



                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                       16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                         AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR259.14(RomIVT2A_XXIV)15996.ab1                                                                                                                    144 

PCR259.14(RomIVT2A_XXIV)16142.ab1                                                                                                                      1 

PCR317.16(RomIVT2A_XXXIII)15996.ab1                                                                                                                  144 

PCR180.10(RomIVT2A_XVII)15996.ab1                                                                                                                    145 

PCR180.10(RomIVT2A_XVII)16142.ab1                                                                                                                      1 

PCR317.15(RomIVT2A_XVII)15996.ab1                                                                                                                    145 

PCR327.5(RomIVT2A_XVII)15996.ab1                                                                                                                     145 

PCR327.5(RomIVT2A_XVII)16142.ab1                                                                                                                       1 

PCR213.8(RomIVT2A_XXXIII)16117.ab1  ..........................                                                                                       115 

PCR260.13(RomIVT2A_XXIV)16117.ab1   ..........................                                                                                       115 

PCR304.9(RomIVT2A_XXXIII)16233.ab1  .................                                                                                                  1 

PCR197.10(RomIVT2A_XVII)16233.ab1                                                                                                                      1 

PCR318.11(RomIVT2A_XVII)16117.ab1   ..........................                                                                                       115 

PCR328.7(RomIVT2A_XVII)16117.ab1    ..........................                                                                                       115 

PCR328.7(RomIVT2A_XVII)16233.ab1    .....................                                                                                              1 

PCR268.9(RomIVT2A_XXIV)16209K.ab1   ---.............................................................................................                  93 

PCR286.2(RomIVT2A_XXIV)16209.ab1    ----.....................................................................................................        101 

PCR312.3(RomIVT2A_XXIV)16209.ab1    ---......................................................................................................        102 

PCR301.15(RomIVT2A_XVII)16209.ab1   ---......................................................................................................        102 

PCR329.5(RomIVT2A_XVII)16209.ab1    -----....................................................................................................        100 

PCR329.5(RomIVT2A_XVII)16348.ab1    ---......................................................................................................         35 

PCR164.3(RomIV_T2A_XVII)16410.ab1   ---------------------------------------------------------------------------------........................         94 

PCR320.6(RomIVT2A_XVII)16287.ab1    ---------------------------------------------------------------------------------........................         24 

PCR262.13(RomIVT2A_XXIV)16287.ab1   ---------------------------------------------------------------------------------........................         24 

PCR282.2(RomIVT2A_XXXIII)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

 

   



                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                            16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                    --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                         ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR259.14(RomIVT2A_XXIV)15996.ab1                                                                                                                    144 

PCR259.14(RomIVT2A_XXIV)16142.ab1                                                                                                                      1 

PCR317.16(RomIVT2A_XXXIII)15996.ab1                                                                                                                  144 

PCR180.10(RomIVT2A_XVII)15996.ab1                                                                                                                    145 

PCR180.10(RomIVT2A_XVII)16142.ab1                                                                                                                      1 

PCR317.15(RomIVT2A_XVII)15996.ab1                                                                                                                    145 

PCR327.5(RomIVT2A_XVII)15996.ab1                                                                                                                     145 

PCR327.5(RomIVT2A_XVII)16142.ab1                                                                                                                       1 

PCR213.8(RomIVT2A_XXXIII)16117.ab1                                                                                                                   115 

PCR260.13(RomIVT2A_XXIV)16117.ab1                                                                                                                    115 

PCR304.9(RomIVT2A_XXXIII)16233.ab1                                                                                                                     1 

PCR197.10(RomIVT2A_XVII)16233.ab1                                                                                                                      1 

PCR318.11(RomIVT2A_XVII)16117.ab1                                                                                                                    115 

PCR328.7(RomIVT2A_XVII)16117.ab1                                                                                                                     115 

PCR328.7(RomIVT2A_XVII)16233.ab1                                                                                                                       1 

PCR268.9(RomIVT2A_XXIV)16209K.ab1                                                                                                                     93 

PCR286.2(RomIVT2A_XXIV)16209.ab1    ....................................                                                                             137 

PCR312.3(RomIVT2A_XXIV)16209.ab1    ....................................                                                                             138 

PCR301.15(RomIVT2A_XVII)16209.ab1   ....................................                                                                             138 

PCR329.5(RomIVT2A_XVII)16209.ab1    ....................................                                                                             136 

PCR329.5(RomIVT2A_XVII)16348.ab1    ..................................                                                                                 1 

PCR164.3(RomIV_T2A_XVII)16410.ab1   .............................................................................................                      1 

PCR320.6(RomIVT2A_XVII)16287.ab1    ..................................................................................................               122 

PCR262.13(RomIVT2A_XXIV)16287.ab1   ..................................................................................................               122 

PCR282.2(RomIVT2A_XXXIII)16287.ab1  ..................................................................................................               122 

 

 

 

 

  



RomIVT2B 
 

                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                       16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                         TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR239.8(RomIVT2B_XXV)15996.ab1     .......S...............RYK..KSY.K.R.................................................R...S....Y.......R...        105 

PCR239.8(RomIVT2B_XXV)16142.ab1     .......S..M....M.M......Y.........M.R.K...................SS........................R...............K.Y..         41 

PCR248.4(RomIVT2B_XXXIII)16142.ab1  .......S............................................................................R.................Y..         41 

PCR213.9(RomIVT2B_XXXIII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR213.9(RomIVT2B_XXXIII)16233.ab1  ---------------------------------------------------------------------------------------------------------         79 

PCR240.6(RomIVT2B_XXV)16117.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR240.6(RomIVT2B_XXV)16233.ab1     ---------------------------------------------------------------------------------------------------------         90 

PCR214.9(RomIVT2B_XXXIII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR268.10(RomIVT2B_XXV)16209K.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR286.17(RomIVT2B_XXV)16348.ab1    ---------------------------------------------------------------------------------------------------------        138 

PCR262.5(RomIVT2B_XXV)16287.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR262.14(RomIVT2B_XXXIII)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

                                    --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                            16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                    --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                         TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR239.8(RomIVT2B_XXV)15996.ab1     .....S....M....W........................                                                                         145 

PCR239.8(RomIVT2B_XXV)16142.ab1     ........................................                                                                           1 

PCR248.4(RomIVT2B_XXXIII)16142.ab1  ........................................                                                                           1 

PCR213.9(RomIVT2B_XXXIII)16117.ab1  ----------------.........................................................................................         89 

PCR213.9(RomIVT2B_XXXIII)16233.ab1  ----------------..............................................................................                     1 

PCR240.6(RomIVT2B_XXV)16117.ab1     ----------------.........................................................................................         89 

PCR240.6(RomIVT2B_XXV)16233.ab1     -------------------------------------....................................................................         22 

PCR214.9(RomIVT2B_XXXIII)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR268.10(RomIVT2B_XXV)16209K.ab1   ---------------------------------------------------------------------------------------------------------          0 

PCR286.17(RomIVT2B_XXV)16348.ab1    ---------------------------------------------------------------------------------------------------------        138 

PCR262.5(RomIVT2B_XXV)16287.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR262.14(RomIVT2B_XXXIII)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                       16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                         AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR239.8(RomIVT2B_XXV)15996.ab1                                                                                                                      145 

PCR239.8(RomIVT2B_XXV)16142.ab1                                                                                                                        1 

PCR248.4(RomIVT2B_XXXIII)16142.ab1                                                                                                                     1 

PCR213.9(RomIVT2B_XXXIII)16117.ab1  ........G.................                                                                                       115 

PCR213.9(RomIVT2B_XXXIII)16233.ab1                                                                                                                     1 

PCR240.6(RomIVT2B_XXV)16117.ab1     ........G.................                                                                                       115 

PCR240.6(RomIVT2B_XXV)16233.ab1     ........G............                                                                                              1 

PCR214.9(RomIVT2B_XXXIII)16209.ab1  -----...G...............................................A................................................        100 

PCR268.10(RomIVT2B_XXV)16209K.ab1   ---.....G...............................................A.......................................                  93 

PCR286.17(RomIVT2B_XXV)16348.ab1    ---.....G...............................................A................................................         36 

PCR262.5(RomIVT2B_XXV)16287.ab1     ---------------------------------------------------------------------------------........................         24 

PCR262.14(RomIVT2B_XXXIII)16287.ab1 ---------------------------------------------------------------------------------........................         24 

 

  



                                    --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                            16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                    --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                         ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR239.8(RomIVT2B_XXV)15996.ab1                                                                                                                      145 

PCR239.8(RomIVT2B_XXV)16142.ab1                                                                                                                        1 

PCR248.4(RomIVT2B_XXXIII)16142.ab1                                                                                                                     1 

PCR213.9(RomIVT2B_XXXIII)16117.ab1                                                                                                                   115 

PCR213.9(RomIVT2B_XXXIII)16233.ab1                                                                                                                     1 

PCR240.6(RomIVT2B_XXV)16117.ab1                                                                                                                      115 

PCR240.6(RomIVT2B_XXV)16233.ab1                                                                                                                        1 

PCR214.9(RomIVT2B_XXXIII)16209.ab1  ...........                                                                                                      111 

PCR268.10(RomIVT2B_XXV)16209K.ab1                                                                                                                     93 

PCR286.17(RomIVT2B_XXV)16348.ab1    ...................................                                                                                1 

PCR262.5(RomIVT2B_XXV)16287.ab1     ..................................................................................................               122 

PCR262.14(RomIVT2B_XXXIII)16287.ab1 ..................................................................................................               122 

 

 

 

 

 

 

 

 

 

 

  



RomIV58 
 

                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                       16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                         TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR156.3(RomIV58_XIII)16410_(1).ab1 ---------------------------------------------------------------------------------------------------------        122 

PCR156.3(RomIV58_XIII)16410.ab1     ---------------------------------------------------------------------------------------------------------        117 

 

                                    --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                            16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                    --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                         TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR156.3(RomIV58_XIII)16410_(1).ab1 ---------------------------------------------------------------------------------------------------------        122 

PCR156.3(RomIV58_XIII)16410.ab1     ---------------------------------------------------------------------------------------------------------        117 

 

                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                       16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                    ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                         AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR156.3(RomIV58_XIII)16410_(1).ab1 ---------------------------------------------------------------------------------......T.T.......C.......         98 

PCR156.3(RomIV58_XIII)16410.ab1     ---------------------------------------------------------------------------------......T.T.......C.......         93 

 

                                    --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                            16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                    --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                         ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR156.3(RomIV58_XIII)16410_(1).ab1 .................................................................................................                  1 

PCR156.3(RomIV58_XIII)16410.ab1     ............................................................................................                       1 

 

 

 

 

 

  



Solt55 
 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR238.2(Solt55_XXXX)16117.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                       16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                    TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR238.2(Solt55_XXXX)16117.ab1 ---------------------....................................................................................         84 

 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR238.2(Solt55_XXXX)16117.ab1 ..........................                                                                                       110 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                       16320     16330     16340     16350     16360     16370     16380     16390     16400      

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                    ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR238.2(Solt55_XXXX)16117.ab1                                                                                                                  110 

 

 

 

 

 

 

 

  



Solt56 
                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                      16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                        TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR248.5(Solt56_XIII)15996.ab1     -..K............................................................................................C........        105 

PCR248.5(Solt56_XIII)16142.ab1     ................................................................................................C........         41 

PCR255.3(Solt56_XXXVIII)15996.ab1  -..K............................................................................................C........        104 

PCR255.3(Solt56_XXXVIII)16142.ab1  .......G........................................................................................C........         41 

PCR237.4(Solt56_XXXVIII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR237.4(Solt56_XXXVIII)16233.ab1  ---------------------------------------------------------------------------------------------------------         42 

PCR244.14(Solt56_XIII)16117.ab1    ---------------------------------------------------------------------------------------------------------          0 

PCR284.10(Solt56_XIII)16348.ab1    ---------------------------------------------------------------------------------------------------------        137 

PCR285.10(Solt56_XXXVIII)16348.ab1 ---------------------------------------------------------------------------------------------------------        137 

PCR156.4(Solt56_XIII)16410.ab1     ---------------------------------------------------------------------------------------------------------        118 

PCR219.4(Solt56_XXXVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR219.4(Solt56_XXXVIII)16410.ab1  ---------------------------------------------------------------------------------------------------------        121 

PCR262.6(Solt56_XIII)16287.ab1     ---------------------------------------------------------------------------------------------------------          0 

 

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                           16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                        TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR248.5(Solt56_XIII)15996.ab1     ........................................                                                                         145 

PCR248.5(Solt56_XIII)16142.ab1     ........................................                                                                           1 

PCR255.3(Solt56_XXXVIII)15996.ab1  ........................................                                                                         144 

PCR255.3(Solt56_XXXVIII)16142.ab1  ........................................                                                                           1 

PCR237.4(Solt56_XXXVIII)16117.ab1  -----------------........................................................................................         88 

PCR237.4(Solt56_XXXVIII)16233.ab1  ------------------------------------------------------.........................................                    1 

PCR244.14(Solt56_XIII)16117.ab1    ----------------.........................................................................................         89 

PCR284.10(Solt56_XIII)16348.ab1    ---------------------------------------------------------------------------------------------------------        137 

PCR285.10(Solt56_XXXVIII)16348.ab1 ---------------------------------------------------------------------------------------------------------        137 

PCR156.4(Solt56_XIII)16410.ab1     ---------------------------------------------------------------------------------------------------------        118 

PCR219.4(Solt56_XXXVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR219.4(Solt56_XXXVIII)16410.ab1  ---------------------------------------------------------------------------------------------------------        121 

PCR262.6(Solt56_XIII)16287.ab1     ---------------------------------------------------------------------------------------------------------          0 

 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                      16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                        AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR248.5(Solt56_XIII)15996.ab1                                                                                                                      145 

PCR248.5(Solt56_XIII)16142.ab1                                                                                                                        1 

PCR255.3(Solt56_XXXVIII)15996.ab1                                                                                                                   144 

PCR255.3(Solt56_XXXVIII)16142.ab1                                                                                                                     1 

PCR237.4(Solt56_XXXVIII)16117.ab1  .................C........                                                                                       114 

PCR237.4(Solt56_XXXVIII)16233.ab1                                                                                                                     1 

PCR244.14(Solt56_XIII)16117.ab1    .................C........                                                                                       115 

PCR284.10(Solt56_XIII)16348.ab1    ---..............C......................................................................................C         35 

PCR285.10(Solt56_XXXVIII)16348.ab1 ---..............C......................................................................................C         35 

PCR156.4(Solt56_XIII)16410.ab1     ---------------------------------------------------------------------------------.......................C         94 

PCR219.4(Solt56_XXXVIII)16287.ab1  ---------------------------------------------------------------------------------.......................C         24 

PCR219.4(Solt56_XXXVIII)16410.ab1  ---------------------------------------------------------------------------------.......................C         97 

PCR262.6(Solt56_XIII)16287.ab1     ---------------------------------------------------------------------------------.......................C         24 

 

  



                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                           16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                        ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR248.5(Solt56_XIII)15996.ab1                                                                                                                      145 

PCR248.5(Solt56_XIII)16142.ab1                                                                                                                        1 

PCR255.3(Solt56_XXXVIII)15996.ab1                                                                                                                   144 

PCR255.3(Solt56_XXXVIII)16142.ab1                                                                                                                     1 

PCR237.4(Solt56_XXXVIII)16117.ab1                                                                                                                   114 

PCR237.4(Solt56_XXXVIII)16233.ab1                                                                                                                     1 

PCR244.14(Solt56_XIII)16117.ab1                                                                                                                     115 

PCR284.10(Solt56_XIII)16348.ab1    ..................................                                                                                 1 

PCR285.10(Solt56_XXXVIII)16348.ab1 ..................................                                                                                 1 

PCR156.4(Solt56_XIII)16410.ab1     ..............W..............................................................................                      1 

PCR219.4(Solt56_XXXVIII)16287.ab1  ..................................................................................................               122 

PCR219.4(Solt56_XXXVIII)16410.ab1  ..............W.................................................................................                   1 

PCR262.6(Solt56_XIII)16287.ab1     ..................................................................................................               122 

 

 

 

 

  



Solt59 
                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                      16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                        TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.13(Solt59_XIV)15996.ab1     .................................S......................................T................................        105 

PCR180.13(Solt59_XIV)16142.ab1     ........................................................................T................................         40 

PCR248.6(Solt59_XXXVIII)15996.ab1  ........................................................................T................................        105 

PCR248.6(Solt59_XXXVIII)16142.ab1  ........................................................................T................................         41 

PCR237.3(Solt59_XXXVIII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR237.3(Solt59_XXXVIII)16233.ab1  ---------------------------------------------------------------------------------------------------------         71 

PCR251.1(Solt59_XIV)16117.ab1      ---------------------------------------------------------------------------------------------------------          0 

PCR304.10_Solt59_XIV)16117.ab1     ---------------------------------------------------------------------------------------------------------          0 

PCR284.11(Solt59_XXXVIII)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR285.11(Solt59_XIV)16348.ab1     ---------------------------------------------------------------------------------------------------------        120 

PCR158.4(Solt_59_XIV)16410.ab1     ---------------------------------------------------------------------------------------------------------        103 

PCR219.3(Solt59_XXXVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR219.3(Solt59_XXXVIII)16410.ab1  ---------------------------------------------------------------------------------------------------------        120 

PCR262.7(Solt59_XIV)16287.ab1      ---------------------------------------------------------------------------------------------------------          2 

 

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                           16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                        TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.13(Solt59_XIV)15996.ab1     ........................C...............                                                                         145 

PCR180.13(Solt59_XIV)16142.ab1     ........................C..............                                                                            1 

PCR248.6(Solt59_XXXVIII)15996.ab1  ........................C...............                                                                         145 

PCR248.6(Solt59_XXXVIII)16142.ab1  ........................C...............                                                                           1 

PCR237.3(Solt59_XXXVIII)16117.ab1  ----------------........C................................................................................         89 

PCR237.3(Solt59_XXXVIII)16233.ab1  ----------------........C.............................................................                             1 

PCR251.1(Solt59_XIV)16117.ab1      ----------------........C................................................................................         89 

PCR304.10_Solt59_XIV)16117.ab1     ----------------........C................................................................................         89 

PCR284.11(Solt59_XXXVIII)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR285.11(Solt59_XIV)16348.ab1     ---------------------------------------------------------------------------------------------------------        120 

PCR158.4(Solt_59_XIV)16410.ab1     ---------------------------------------------------------------------------------------------------------        103 

PCR219.3(Solt59_XXXVIII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR219.3(Solt59_XXXVIII)16410.ab1  ---------------------------------------------------------------------------------------------------------        120 

PCR262.7(Solt59_XIV)16287.ab1      ---------------------------------------------------------------------------------------------------------          2 

 

  



                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                      16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                        AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.13(Solt59_XIV)15996.ab1                                                                                                                      145 

PCR180.13(Solt59_XIV)16142.ab1                                                                                                                        1 

PCR248.6(Solt59_XXXVIII)15996.ab1                                                                                                                   145 

PCR248.6(Solt59_XXXVIII)16142.ab1                                                                                                                     1 

PCR237.3(Solt59_XXXVIII)16117.ab1  ..........................                                                                                       115 

PCR237.3(Solt59_XXXVIII)16233.ab1                                                                                                                     1 

PCR251.1(Solt59_XIV)16117.ab1      ..........................                                                                                       115 

PCR304.10_Solt59_XIV)16117.ab1     ..........................                                                                                       115 

PCR284.11(Solt59_XXXVIII)16348.ab1 ---......................................................................................................         36 

PCR285.11(Solt59_XIV)16348.ab1     ---......................................................................................................         18 

PCR158.4(Solt_59_XIV)16410.ab1     ---------------------------------------------------------------------------------........................         81 

PCR219.3(Solt59_XXXVIII)16287.ab1  -------------------------------------------------------------------------------------....................         20 

PCR219.3(Solt59_XXXVIII)16410.ab1  ---------------------------------------------------------------------------------........................         98 

PCR262.7(Solt59_XIV)16287.ab1      ---------------------------------------------------------------------------------........................         24 

 

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                           16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                        ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.13(Solt59_XIV)15996.ab1                                                                                                                      145 

PCR180.13(Solt59_XIV)16142.ab1                                                                                                                        1 

PCR248.6(Solt59_XXXVIII)15996.ab1                                                                                                                   145 

PCR248.6(Solt59_XXXVIII)16142.ab1                                                                                                                     1 

PCR237.3(Solt59_XXXVIII)16117.ab1                                                                                                                   115 

PCR237.3(Solt59_XXXVIII)16233.ab1                                                                                                                     1 

PCR251.1(Solt59_XIV)16117.ab1                                                                                                                       115 

PCR304.10_Solt59_XIV)16117.ab1                                                                                                                      115 

PCR284.11(Solt59_XXXVIII)16348.ab1 ...................................                                                                                1 

PCR285.11(Solt59_XIV)16348.ab1     .................                                                                                                  1 

PCR158.4(Solt_59_XIV)16410.ab1     ..............W...............-..................................................                                  1 

PCR219.3(Solt59_XXXVIII)16287.ab1  ..................................................................................................               118 

PCR219.3(Solt59_XXXVIII)16410.ab1  ..............W..................................................................................                  1 

PCR262.7(Solt59_XIV)16287.ab1      ..................................................................................................               122 

 

 

 

 

 

 

 

  



Solt60 
 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR255.4(Solt60_XXXX)15996.ab1  ........................................................................T...............S................        105 

PCR255.4(Solt60_XXXX)16142.ab1  ........................................................................T................................         41 

PCR270.2(Solt60_XXXX)15996.ab1  ------..................................................................T................................         99 

PCR270.2(Solt60_XXXX)16142.ab1  ........................................................................T................................         41 

PCR238.4(Solt60_XXXX)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR238.4(Solt60_XXXX)16233.ab1  ---------------------------------------------------------------------------------------------------------         80 

PCR256.7(Solt60_XXXX)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.12(Solt60_XXXX)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR285.12(Solt60_XXXX)16348.ab1 ---------------------------------------------------------------------------------------------------------        139 

PCR258.8(Solt60_XXXX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR272.6(Solt60_XXXX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR255.4(Solt60_XXXX)15996.ab1  ........R.M.............C...............                                                                         145 

PCR255.4(Solt60_XXXX)16142.ab1  ........................C...............                                                                           1 

PCR270.2(Solt60_XXXX)15996.ab1  ........................C...............                                                                         139 

PCR270.2(Solt60_XXXX)16142.ab1  ........................C...............                                                                           1 

PCR238.4(Solt60_XXXX)16117.ab1  ----------------........C................................................................................         89 

PCR238.4(Solt60_XXXX)16233.ab1  ----------------........C......................................................................                    1 

PCR256.7(Solt60_XXXX)16117.ab1  ----------------........C................................................................................         89 

PCR284.12(Solt60_XXXX)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR285.12(Solt60_XXXX)16348.ab1 ---------------------------------------------------------------------------------------------------------        139 

PCR258.8(Solt60_XXXX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR272.6(Solt60_XXXX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR255.4(Solt60_XXXX)15996.ab1                                                                                                                   145 

PCR255.4(Solt60_XXXX)16142.ab1                                                                                                                     1 

PCR270.2(Solt60_XXXX)15996.ab1                                                                                                                   139 

PCR270.2(Solt60_XXXX)16142.ab1                                                                                                                     1 

PCR238.4(Solt60_XXXX)16117.ab1  ..........................                                                                                       115 

PCR238.4(Solt60_XXXX)16233.ab1                                                                                                                     1 

PCR256.7(Solt60_XXXX)16117.ab1  ..........................                                                                                       115 

PCR284.12(Solt60_XXXX)16348.ab1 ---......................................................................................................         36 

PCR285.12(Solt60_XXXX)16348.ab1 ---......................................................................................................         37 

PCR258.8(Solt60_XXXX)16287.ab1  ---------------------------------------------------------------------------------........................         24 

PCR272.6(Solt60_XXXX)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

  



                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR255.4(Solt60_XXXX)15996.ab1                                                                                                                   145 

PCR255.4(Solt60_XXXX)16142.ab1                                                                                                                     1 

PCR270.2(Solt60_XXXX)15996.ab1                                                                                                                   139 

PCR270.2(Solt60_XXXX)16142.ab1                                                                                                                     1 

PCR238.4(Solt60_XXXX)16117.ab1                                                                                                                   115 

PCR238.4(Solt60_XXXX)16233.ab1                                                                                                                     1 

PCR256.7(Solt60_XXXX)16117.ab1                                                                                                                   115 

PCR284.12(Solt60_XXXX)16348.ab1 ...................................                                                                                1 

PCR285.12(Solt60_XXXX)16348.ab1 ....................................                                                                               1 

PCR258.8(Solt60_XXXX)16287.ab1  ..................................................................................................               122 

PCR272.6(Solt60_XXXX)16287.ab1  ..................................................................................................               122 

 

 

 

 

  



Solt61 
 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR255.5(Solt61_XXXVI)15996.ab1  --.K.....................................................................................................        103 

PCR270.3(Solt61_XXXVI)15996.ab1  -........................................................................................................        104 

PCR270.3(Solt61_XXXVI)16142.ab1  .......S.................................................................................................         31 

PCR287.8(Solt61_XXXVI)16142.ab1  .......S.................................................................................................         34 

PCR218.4(Solt61_XXXVI)16117K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR256.8(Solt61_XXXVI)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR266.3(Solt61_XXXVI)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.13(Solt61_XXXVI)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR285.13(Solt61_XXXVI)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR301.16(Solt61_XXXVI)16348.ab1 ---------------------------------------------------------------------------------------------------------        137 

PCR217.4(Solt61_XXXVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR258.9(Solt61_XXXVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                      TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR255.5(Solt61_XXXVI)15996.ab1  ........................................                                                                         143 

PCR270.3(Solt61_XXXVI)15996.ab1  ........................................                                                                         144 

PCR270.3(Solt61_XXXVI)16142.ab1  ..............................                                                                                     1 

PCR287.8(Solt61_XXXVI)16142.ab1  .................................                                                                                  1 

PCR218.4(Solt61_XXXVI)16117K.ab1 ----------------.........................................................................................         89 

PCR256.8(Solt61_XXXVI)16117.ab1  -----------------........................................................................................         88 

PCR266.3(Solt61_XXXVI)16117.ab1  ----------------.........................................................................................         89 

PCR284.13(Solt61_XXXVI)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR285.13(Solt61_XXXVI)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR301.16(Solt61_XXXVI)16348.ab1 ---------------------------------------------------------------------------------------------------------        137 

PCR217.4(Solt61_XXXVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR258.9(Solt61_XXXVI)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                    16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                 ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                      AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR255.5(Solt61_XXXVI)15996.ab1                                                                                                                   143 

PCR270.3(Solt61_XXXVI)15996.ab1                                                                                                                   144 

PCR270.3(Solt61_XXXVI)16142.ab1                                                                                                                     1 

PCR287.8(Solt61_XXXVI)16142.ab1                                                                                                                     1 

PCR218.4(Solt61_XXXVI)16117K.ab1 ...........                                                                                                      100 

PCR256.8(Solt61_XXXVI)16117.ab1  ..........................                                                                                       114 

PCR266.3(Solt61_XXXVI)16117.ab1  ..........................                                                                                       115 

PCR284.13(Solt61_XXXVI)16348.ab1 ---..............................G......................................................................C         36 

PCR285.13(Solt61_XXXVI)16348.ab1 ---..............................G......................................................................C         36 

PCR301.16(Solt61_XXXVI)16348.ab1 ---..............................G......................................................................C         35 

PCR217.4(Solt61_XXXVI)16287.ab1  ---------------------------------------------------------------------------------.......................C         24 

PCR258.9(Solt61_XXXVI)16287.ab1  ---------------------------------------------------------------------------------.......................C         24 

 

 



 

 

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                         16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                 --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                      ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR255.5(Solt61_XXXVI)15996.ab1                                                                                                                   143 

PCR270.3(Solt61_XXXVI)15996.ab1                                                                                                                   144 

PCR270.3(Solt61_XXXVI)16142.ab1                                                                                                                     1 

PCR287.8(Solt61_XXXVI)16142.ab1                                                                                                                     1 

PCR218.4(Solt61_XXXVI)16117K.ab1                                                                                                                  100 

PCR256.8(Solt61_XXXVI)16117.ab1                                                                                                                   114 

PCR266.3(Solt61_XXXVI)16117.ab1                                                                                                                   115 

PCR284.13(Solt61_XXXVI)16348.ab1 ...................................                                                                                1 

PCR285.13(Solt61_XXXVI)16348.ab1 ...................................                                                                                1 

PCR301.16(Solt61_XXXVI)16348.ab1 ..................................                                                                                 1 

PCR217.4(Solt61_XXXVI)16287.ab1  ..................................................................................................               122 

PCR258.9(Solt61_XXXVI)16287.ab1  ..................................................................................................               122 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Solt63 
 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                     16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                       TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR248.7(Solt63_XXXVII)15996.ab1  .........................................................................................................        105 

PCR248.7(Solt63_XXXVII)16142.ab1  .........................................................................................................         41 

PCR255.10(Solt63_XXXVII)15996.ab1 --.......................................................................................................        103 

PCR287.9(Solt63_XXXVII)16142.ab1  .......S.................................................................................................         34 

PCR218.9(Solt63_XXXVII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR256.9(Solt63_XXXVII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR284.14(Solt63_XXXVII)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR285.14(Solt63_XXXVII)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR217.9(Solt63_XXXVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR258.10(Solt63_XXXVII)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR320.8(Solt63_XXXVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                          16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                       TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR248.7(Solt63_XXXVII)15996.ab1  ........................................                                                                         145 

PCR248.7(Solt63_XXXVII)16142.ab1  ........................................                                                                           1 

PCR255.10(Solt63_XXXVII)15996.ab1 ........................................                                                                         143 

PCR287.9(Solt63_XXXVII)16142.ab1  .................................                                                                                  1 

PCR218.9(Solt63_XXXVII)16117.ab1  ---------------------....................................................................................         84 

PCR256.9(Solt63_XXXVII)16117.ab1  ----------------.........................................................................................         89 

PCR284.14(Solt63_XXXVII)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR285.14(Solt63_XXXVII)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR217.9(Solt63_XXXVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR258.10(Solt63_XXXVII)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR320.8(Solt63_XXXVII)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                     16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                  ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                       AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR248.7(Solt63_XXXVII)15996.ab1                                                                                                                   145 

PCR248.7(Solt63_XXXVII)16142.ab1                                                                                                                     1 

PCR255.10(Solt63_XXXVII)15996.ab1                                                                                                                  143 

PCR287.9(Solt63_XXXVII)16142.ab1                                                                                                                     1 

PCR218.9(Solt63_XXXVII)16117.ab1  ..........................                                                                                       110 

PCR256.9(Solt63_XXXVII)16117.ab1  ..........................                                                                                       115 

PCR284.14(Solt63_XXXVII)16348.ab1 ---......................................................................................................         36 

PCR285.14(Solt63_XXXVII)16348.ab1 ---......................................................................................................         36 

PCR217.9(Solt63_XXXVII)16287.ab1  ---------------------------------------------------------------------------------........................         24 

PCR258.10(Solt63_XXXVII)16287.ab1 ---------------------------------------------------------------------------------........................         24 

PCR320.8(Solt63_XXXVII)16287.ab1  ---------------------------------------------------------------------------------........................         24 

 

 

  



                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                          16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                  --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                       ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR248.7(Solt63_XXXVII)15996.ab1                                                                                                                   145 

PCR248.7(Solt63_XXXVII)16142.ab1                                                                                                                     1 

PCR255.10(Solt63_XXXVII)15996.ab1                                                                                                                  143 

PCR287.9(Solt63_XXXVII)16142.ab1                                                                                                                     1 

PCR218.9(Solt63_XXXVII)16117.ab1                                                                                                                   110 

PCR256.9(Solt63_XXXVII)16117.ab1                                                                                                                   115 

PCR284.14(Solt63_XXXVII)16348.ab1 ...................................                                                                                1 

PCR285.14(Solt63_XXXVII)16348.ab1 ...................................                                                                                1 

PCR217.9(Solt63_XXXVII)16287.ab1  ..................................................................................................               122 

PCR258.10(Solt63_XXXVII)16287.ab1 ..................................................................................................               122 

PCR320.8(Solt63_XXXVII)16287.ab1  ..................................................................................................               122 

 

 

 

 

  



 

Solt64a 
 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.14(Solt64_XIV)15996.ab1 ------..........................................................................................C........         99 

PCR310.11(Solt64_XIV)16142.ab1 ................................................................................................C........         41 

PCR251.3(Solt64_XIV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR260.5(Solt64_XIV)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR304.11(Solt64_XIV)16233.ab1 ---------------------------------------------------------------------------------------------------------        113 

PCR285.15(Solt64_XIV)16348.ab1 ---------------------------------------------------------------------------------------------------------         87 

PCR301.17(Solt64_XIV)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR158.5(Solt64_XIV)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR320.9(Solt64_XIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                       16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                    TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.14(Solt64_XIV)15996.ab1 ........................................                                                                         139 

PCR310.11(Solt64_XIV)16142.ab1 ........................................                                                                           1 

PCR251.3(Solt64_XIV)16117.ab1  ----------------.........................................................................................         89 

PCR260.5(Solt64_XIV)16117.ab1  ----------------.........................................................................................         89 

PCR304.11(Solt64_XIV)16233.ab1 -----------------........................................................................................         25 

PCR285.15(Solt64_XIV)16348.ab1 ---------------------------------------------------------------------------------------------------------         87 

PCR301.17(Solt64_XIV)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR158.5(Solt64_XIV)16410.ab1  ---------------------------------------------------------------------------------------------------------        118 

PCR320.9(Solt64_XIV)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.14(Solt64_XIV)15996.ab1                                                                                                                  139 

PCR310.11(Solt64_XIV)16142.ab1                                                                                                                    1 

PCR251.3(Solt64_XIV)16117.ab1  .................C........                                                                                       115 

PCR260.5(Solt64_XIV)16117.ab1  .................C........                                                                                       115 

PCR304.11(Solt64_XIV)16233.ab1 .................C......                                                                                           1 

PCR285.15(Solt64_XIV)16348.ab1 -------------------------------------------------------.................................................C         37 

PCR301.17(Solt64_XIV)16209.ab1 -----............C......................................................................................C        100 

PCR158.5(Solt64_XIV)16410.ab1  ---------------------------------------------------------------------------------.......................C         94 

PCR320.9(Solt64_XIV)16287.ab1  ---------------------------------------------------------------------------------.......................C         24 

 

 

  



                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                       16320     16330     16340     16350     16360     16370     16380     16390     16400      

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                    ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.14(Solt64_XIV)15996.ab1                                                                                                                  139 

PCR310.11(Solt64_XIV)16142.ab1                                                                                                                    1 

PCR251.3(Solt64_XIV)16117.ab1                                                                                                                   115 

PCR260.5(Solt64_XIV)16117.ab1                                                                                                                   115 

PCR304.11(Solt64_XIV)16233.ab1                                                                                                                    1 

PCR285.15(Solt64_XIV)16348.ab1 ....................................                                                                               1 

PCR301.17(Solt64_XIV)16209.ab1 ....................................                                                                             136 

PCR158.5(Solt64_XIV)16410.ab1  .............................................................................................                      1 

PCR320.9(Solt64_XIV)16287.ab1  ..................................................................................................               122 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  



Solt64b 
 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR248.8(Solt64_XXXX)15996.ab1  .........................................................................................................        105 

PCR248.8(Solt64_XXXX)16142.ab1  .........................................................................................................         41 

PCR238.1(Solt64_XXXX)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR238.1(Solt64_XXXX)16233.ab1  ---------------------------------------------------------------------------------------------------------         71 

PCR284.15(Solt64_XXXX)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR305.16(Solt64_XXXX)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR221.1(Solt64_XXXX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR306.9(Solt64_XXXXI)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR248.8(Solt64_XXXX)15996.ab1  ........................................                                                                         145 

PCR248.8(Solt64_XXXX)16142.ab1  ........................................                                                                           1 

PCR238.1(Solt64_XXXX)16117.ab1  ----------------.........................................................................................         89 

PCR238.1(Solt64_XXXX)16233.ab1  ----------------......................................................................                             1 

PCR284.15(Solt64_XXXX)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR305.16(Solt64_XXXX)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR221.1(Solt64_XXXX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR306.9(Solt64_XXXXI)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR248.8(Solt64_XXXX)15996.ab1                                                                                                                   145 

PCR248.8(Solt64_XXXX)16142.ab1                                                                                                                     1 

PCR238.1(Solt64_XXXX)16117.ab1  ..........................                                                                                       115 

PCR238.1(Solt64_XXXX)16233.ab1                                                                                                                     1 

PCR284.15(Solt64_XXXX)16348.ab1 ---..........................................................................................G...........         36 

PCR305.16(Solt64_XXXX)16209.ab1 -----........................................................................................G...........        100 

PCR221.1(Solt64_XXXX)16287.ab1  ---------------------------------------------------------------------------------............G...........         24 

PCR306.9(Solt64_XXXXI)16287.ab1 -----------------------------------------------------------------------------------..........G...........         22 

 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR248.8(Solt64_XXXX)15996.ab1                                                                                                                   145 

PCR248.8(Solt64_XXXX)16142.ab1                                                                                                                     1 

PCR238.1(Solt64_XXXX)16117.ab1                                                                                                                   115 

PCR238.1(Solt64_XXXX)16233.ab1                                                                                                                     1 

PCR284.15(Solt64_XXXX)16348.ab1 ...................................                                                                                1 

PCR305.16(Solt64_XXXX)16209.ab1 ....................................                                                                             136 

PCR221.1(Solt64_XXXX)16287.ab1  ..................................................................................................               122 

PCR306.9(Solt64_XXXXI)16287.ab1 ..................................................................................................               120 



Solt65a 
 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR329.6(Solt65_XIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR329.6(Solt65_XIV)16348.ab1  ---------------------------------------------------------------------------------------------------------        137 

PCR320.10(Solt65_XIV)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                       16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                    TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR329.6(Solt65_XIV)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR329.6(Solt65_XIV)16348.ab1  ---------------------------------------------------------------------------------------------------------        137 

PCR320.10(Solt65_XIV)16287.ab1 ---------------------------------------------------------------------------------------------------------          0 

 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                  16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                               ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                    AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR329.6(Solt65_XIV)16209.ab1  -----..................................................................................T.........C.......        100 

PCR329.6(Solt65_XIV)16348.ab1  ---....................................................................................T.........C.......         35 

PCR320.10(Solt65_XIV)16287.ab1 ---------------------------------------------------------------------------------......T.........C.......         24 

 

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                       16320     16330     16340     16350     16360     16370     16380     16390     16400      

                               --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                    ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR329.6(Solt65_XIV)16209.ab1  ........T...........................                                                                             136 

PCR329.6(Solt65_XIV)16348.ab1  ........T.............K...........                                                                                 1 

PCR320.10(Solt65_XIV)16287.ab1 ........T.........................................................................................               122 

 

 

 

 

  



Solt65b 
                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR259.2(Solt65_XXXX)15996.ab1  ...K.....................................................................................................        105 

PCR259.2(Solt65_XXXX)16142.ab1  -......S.......M.M.......................................................................................         41 

PCR270.4(Solt65_XXXX)15996.ab1  ...K.....................................................................................................        105 

PCR270.4(Solt65_XXXX)16142.ab1  -......S.........M.......................................................................................         41 

PCR238.5(Solt65_XXXX)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR238.5(Solt65_XXXX)16233.ab1  ---------------------------------------------------------------------------------------------------------         79 

PCR266.4(Solt65_XXXX)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR285.16(Solt65_XXXX)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR272.7(Solt65_XXXX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR259.2(Solt65_XXXX)15996.ab1  ........................................                                                                         145 

PCR259.2(Solt65_XXXX)16142.ab1  ........................................                                                                           1 

PCR270.4(Solt65_XXXX)15996.ab1  ........................................                                                                         145 

PCR270.4(Solt65_XXXX)16142.ab1  ........................................                                                                           1 

PCR238.5(Solt65_XXXX)16117.ab1  ----------------.........................................................................................         89 

PCR238.5(Solt65_XXXX)16233.ab1  -----------------..............................................................................                    1 

PCR266.4(Solt65_XXXX)16117.ab1  ----------------.........................................................................................         89 

PCR285.16(Solt65_XXXX)16348.ab1 ---------------------------------------------------------------------------------------------------------        138 

PCR272.7(Solt65_XXXX)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR259.2(Solt65_XXXX)15996.ab1                                                                                                                   145 

PCR259.2(Solt65_XXXX)16142.ab1                                                                                                                     1 

PCR270.4(Solt65_XXXX)15996.ab1                                                                                                                   145 

PCR270.4(Solt65_XXXX)16142.ab1                                                                                                                     1 

PCR238.5(Solt65_XXXX)16117.ab1  .........................                                                                                        114 

PCR238.5(Solt65_XXXX)16233.ab1                                                                                                                     1 

PCR266.4(Solt65_XXXX)16117.ab1  ..........................                                                                                       115 

PCR285.16(Solt65_XXXX)16348.ab1 ---.....................................................................................................C         36 

PCR272.7(Solt65_XXXX)16287.ab1  ---------------------------------------------------------------------------------.......................C         24 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR259.2(Solt65_XXXX)15996.ab1                                                                                                                   145 

PCR259.2(Solt65_XXXX)16142.ab1                                                                                                                     1 

PCR270.4(Solt65_XXXX)15996.ab1                                                                                                                   145 

PCR270.4(Solt65_XXXX)16142.ab1                                                                                                                     1 

PCR238.5(Solt65_XXXX)16117.ab1                                                                                                                   114 

PCR238.5(Solt65_XXXX)16233.ab1                                                                                                                     1 

PCR266.4(Solt65_XXXX)16117.ab1                                                                                                                   115 

PCR285.16(Solt65_XXXX)16348.ab1 ...................................                                                                                1 

PCR272.7(Solt65_XXXX)16287.ab1  ..................................................................................................               122 



Solt67 
 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                      16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                        TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR180.15(Solt67_XV)15996.ab1      .................................S......................................T...............S................        105 

PCR248.9(Solt67_XXXIII)16142.ab1   ........................................................................T...............S................         41 

PCR255.6(Solt67_XV)15996.ab1       .................................S......................................T...............S................        105 

PCR213.10(Solt67_XXXIII)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR213.10(Solt67_XXXIII)16233.ab1  ---------------------------------------------------------------------------------------------------------         40 

PCR251.4(Solt67_XV)16117.ab1       ---------------------------------------------------------------------------------------------------------          0 

PCR256.10(Solt67_XV)16117.ab1      ---------------------------------------------------------------------------------------------------------          0 

PCR304.12(Solt67_XXXIII)16233.ab1  ---------------------------------------------------------------------------------------------------------        116 

PCR214.10(Solt67_XXXIII)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR285.17(Solt67_XV)16348.ab1      ---------------------------------------------------------------------------------------------------------         94 

PCR286.6(Solt67_XXXII)16348.ab1    ---------------------------------------------------------------------------------------------------------         94 

PCR164.11(Solt67_XV)16410.ab1      ---------------------------------------------------------------------------------------------------------        118 

PCR246.4(Solt67_XXXIII)16410.ab1   ---------------------------------------------------------------------------------------------------------        119 

PCR246.4(Solt67_XXXIII)16287.ab1   ---------------------------------------------------------------------------------------------------------          0 

 

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                           16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                        TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR180.15(Solt67_XV)15996.ab1      ........................C...............                                                                         145 

PCR248.9(Solt67_XXXIII)16142.ab1   ........................C...............                                                                           1 

PCR255.6(Solt67_XV)15996.ab1       ........................C...............                                                                         145 

PCR213.10(Solt67_XXXIII)16117.ab1  ----------------........C..................................................................T.............         89 

PCR213.10(Solt67_XXXIII)16233.ab1  -------------------------------------------------------....................................T..                     1 

PCR251.4(Solt67_XV)16117.ab1       ----------------A..-....C..................................................................T.............         88 

PCR256.10(Solt67_XV)16117.ab1      ----------------A..-....C..................................................................T.............         88 

PCR304.12(Solt67_XXXIII)16233.ab1  ----------------........C..................................................................T.............         27 

PCR214.10(Solt67_XXXIII)16209K.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR285.17(Solt67_XV)16348.ab1      ---------------------------------------------------------------------------------------------------------         94 

PCR286.6(Solt67_XXXII)16348.ab1    ---------------------------------------------------------------------------------------------------------         94 

PCR164.11(Solt67_XV)16410.ab1      ---------------------------------------------------------------------------------------------------------        118 

PCR246.4(Solt67_XXXIII)16410.ab1   ---------------------------------------------------------------------------------------------------------        119 

PCR246.4(Solt67_XXXIII)16287.ab1   ---------------------------------------------------------------------------------------------------------          0 

 

  



                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                      16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                   ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                        AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR180.15(Solt67_XV)15996.ab1                                                                                                                       145 

PCR248.9(Solt67_XXXIII)16142.ab1                                                                                                                      1 

PCR255.6(Solt67_XV)15996.ab1                                                                                                                        145 

PCR213.10(Solt67_XXXIII)16117.ab1  ..........................                                                                                       115 

PCR213.10(Solt67_XXXIII)16233.ab1                                                                                                                     1 

PCR251.4(Solt67_XV)16117.ab1       ..........................                                                                                       114 

PCR256.10(Solt67_XV)16117.ab1      ..........................                                                                                       114 

PCR304.12(Solt67_XXXIII)16233.ab1  ..........................                                                                                         1 

PCR214.10(Solt67_XXXIII)16209K.ab1 -----..................................................................T...........T............                  91 

PCR285.17(Solt67_XV)16348.ab1      ---....................................................................T...........T............                   1 

PCR286.6(Solt67_XXXII)16348.ab1    ---....................................................................T...........T............                   1 

PCR164.11(Solt67_XV)16410.ab1      ---------------------------------------------------------------------------------..T.....................         94 

PCR246.4(Solt67_XXXIII)16410.ab1   ---------------------------------------------------------------------------------..T.....................         95 

PCR246.4(Solt67_XXXIII)16287.ab1   ---------------------------------------------------------------------------------..T.....................         24 

 

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                           16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                   --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                        ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR180.15(Solt67_XV)15996.ab1                                                                                                                       145 

PCR248.9(Solt67_XXXIII)16142.ab1                                                                                                                      1 

PCR255.6(Solt67_XV)15996.ab1                                                                                                                        145 

PCR213.10(Solt67_XXXIII)16117.ab1                                                                                                                   115 

PCR213.10(Solt67_XXXIII)16233.ab1                                                                                                                     1 

PCR251.4(Solt67_XV)16117.ab1                                                                                                                        114 

PCR256.10(Solt67_XV)16117.ab1                                                                                                                       114 

PCR304.12(Solt67_XXXIII)16233.ab1                                                                                                                     1 

PCR214.10(Solt67_XXXIII)16209K.ab1                                                                                                                   91 

PCR285.17(Solt67_XV)16348.ab1                                                                                                                         1 

PCR286.6(Solt67_XXXII)16348.ab1                                                                                                                       1 

PCR164.11(Solt67_XV)16410.ab1      .......R......W...................................Y..............................M.....M.....                      1 

PCR246.4(Solt67_XXXIII)16410.ab1   ..............W...............................................................................                     1 

PCR246.4(Solt67_XXXIII)16287.ab1   ..................................................................................................               122 

 

 

 

  



Schlanders 203 
                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16000     16010     16020     16030     16040     16050     16060     16070     16080     16090     16100 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     TAAGATTCTAATTTAAACTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACAT      16101 

PCR74.3(Schla203a_V)15996.ab1   --.......................................................................................................        103 

PCR74.4(Schla203b_V)15996.ab1   --.......................................................................................................        103 

PCR74.4(Schla203b_V)16142.ab1   .........................................................................................................         41 

PCR180.11(Schla203a_V)15996.ab1 -........................................................................................................        103 

PCR180.11(Schla203a_V)16142.ab1 .......S.................................................................................................         40 

PCR141.12(Schla203a_V)16233.ab1 ---------------------------------------------------------------------------------------------------------        113 

PCR141.13(Schla203b_V)16233.ab1 ---------------------------------------------------------------------------------------------------------        116 

PCR240.7_Schla203b_V)16117.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR240.7(Schla203b_V)16233.ab1  ---------------------------------------------------------------------------------------------------------        114 

PCR140.12(Schla203a_V)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR140.12(Schla203a_V)16348.ab1 ---------------------------------------------------------------------------------------------------------        137 

PCR285.9(Schla203a_V)16348.ab1  ---------------------------------------------------------------------------------------------------------         77 

PCR319.7(Schla203a_V)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR138.8(Schla203a_V)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR138.9(Schla203b_V)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR320.7(Schla203a_V)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        16110     16120     16130     16140     16150     16160     16170     16180     16190     16200   

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

NC_012920.1                     TACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCA      16206 

PCR74.3(Schla203a_V)15996.ab1   ........................C...............                                                                         143 

PCR74.4(Schla203b_V)15996.ab1   ........................C...............                                                                         143 

PCR74.4(Schla203b_V)16142.ab1   ........................C...............                                                                           1 

PCR180.11(Schla203a_V)15996.ab1 ........................C...............                                                                         143 

PCR180.11(Schla203a_V)16142.ab1 ...............-........C...............                                                                           1 

PCR141.12(Schla203a_V)16233.ab1 ----------------........M.M..............................................................................         24 

PCR141.13(Schla203b_V)16233.ab1 ----------------........M...................R............................................................         27 

PCR240.7_Schla203b_V)16117.ab1  ----------------...-....C................................................................................         88 

PCR240.7(Schla203b_V)16233.ab1  ----------------........C................................................................................         25 

PCR140.12(Schla203a_V)16209.ab1 ---------------------------------------------------------------------------------------------------------          0 

PCR140.12(Schla203a_V)16348.ab1 ---------------------------------------------------------------------------------------------------------        137 

PCR285.9(Schla203a_V)16348.ab1  ---------------------------------------------------------------------------------------------------------         77 

PCR319.7(Schla203a_V)16209.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR138.8(Schla203a_V)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR138.9(Schla203b_V)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

PCR320.7(Schla203a_V)16287.ab1  ---------------------------------------------------------------------------------------------------------          0 

 

 

  



                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

                                   16210     16220     16230     16240     16250     16260     16270     16280     16290     16300     16310 

                                ---+---------+---------+---------+---------+---------+---------+---------+---------+---------+---------+- 

NC_012920.1                     AGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGT      16311 

PCR74.3(Schla203a_V)15996.ab1                                                                                                                    143 

PCR74.4(Schla203b_V)15996.ab1                                                                                                                    143 

PCR74.4(Schla203b_V)16142.ab1                                                                                                                      1 

PCR180.11(Schla203a_V)15996.ab1                                                                                                                  143 

PCR180.11(Schla203a_V)16142.ab1                                                                                                                    1 

PCR141.12(Schla203a_V)16233.ab1 .......................                                                                                            1 

PCR141.13(Schla203b_V)16233.ab1 ..........................                                                                                         1 

PCR240.7_Schla203b_V)16117.ab1  ..........................                                                                                       114 

PCR240.7(Schla203b_V)16233.ab1  ........................                                                                                           1 

PCR140.12(Schla203a_V)16209.ab1 ---------------.................S......................................................T.T...............         90 

PCR140.12(Schla203a_V)16348.ab1 ---....................................................................................T.T...............         35 

PCR285.9(Schla203a_V)16348.ab1  ---.------------------------------------------.........................................T.T...............         17 

PCR319.7(Schla203a_V)16209.ab1  -----..................................................................................T.T...............        100 

PCR138.8(Schla203a_V)16287.ab1  ------------------------------------------------------------------------------------...T.T...............         21 

PCR138.9(Schla203b_V)16287.ab1  ------------------------------------------------------------------------------------...T.T...............         21 

PCR320.7(Schla203a_V)16287.ab1  ---------------------------------------------------------------------------------......T.T...............         24 

 

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

                                        16320     16330     16340     16350     16360     16370     16380     16390     16400      

                                --------+---------+---------+---------+---------+---------+---------+---------+---------+--------- 

NC_012920.1                     ACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCT             16409 

PCR74.3(Schla203a_V)15996.ab1                                                                                                                    143 

PCR74.4(Schla203b_V)15996.ab1                                                                                                                    143 

PCR74.4(Schla203b_V)16142.ab1                                                                                                                      1 

PCR180.11(Schla203a_V)15996.ab1                                                                                                                  143 

PCR180.11(Schla203a_V)16142.ab1                                                                                                                    1 

PCR141.12(Schla203a_V)16233.ab1                                                                                                                    1 

PCR141.13(Schla203b_V)16233.ab1                                                                                                                    1 

PCR240.7_Schla203b_V)16117.ab1                                                                                                                   114 

PCR240.7(Schla203b_V)16233.ab1                                                                                                                     1 

PCR140.12(Schla203a_V)16209.ab1 R...........C.......................                                                                             126 

PCR140.12(Schla203a_V)16348.ab1 ............C.....................                                                                                 1 

PCR285.9(Schla203a_V)16348.ab1  ............C...                                                                                                   1 

PCR319.7(Schla203a_V)16209.ab1  ............C.......................                                                                             136 

PCR138.8(Schla203a_V)16287.ab1  ............C.....................................................................................               119 

PCR138.9(Schla203b_V)16287.ab1  ............C.....................................................................................               119 

PCR320.7(Schla203a_V)16287.ab1  ............C.....................................................................................               122 

 

 

  



mtDNA pos. 12308 (A>G) 
 

 

 

MP1a 
 

 

 

 

NC_012920.1 

PCR324.1(MP1_XVI)12352U 

  

 

 -+---------+---------+---------+---------+---------+---------+---------+---- 

12305     12310     16230     16240     16250     16260     16270     16280  

 -+---------+---------+---------+---------+---------+---------+---------+----  

 CCAAAAATTTTGGTGCAACTCCAAATAAAAGTAATAACCATGCACACTACTATAACCACCCTAACCCTGACTTCCA 

 ............................................................................ 

 

 

Rom82 
 

 

 

 

NC_012920.1 

PCR335.3(Rom82_XXXIV)12352U  

  

 

 -+---------+---------+---------+---------+---------+---------+---------+---- 

12305     12310     16230     16240     16250     16260     16270     16280  

 -+---------+---------+---------+---------+---------+---------+---------+----  

 CCAAAAATTTTGGTGCAACTCCAAATAAAAGTAATAACCATGCACACTACTATAACCACCCTAACCCTGACTTCCA 

 -...G......................................................................- 

 

 

Rom100b 
 

 

 

 

NC_012920.1 

PCR335.4(Rom100_XXXXI)12352U 

 

 

 -+---------+---------+---------+---------+---------+---------+---------+---- 

12305     12310     16230     16240     16250     16260     16270     16280  

 -+---------+---------+---------+---------+---------+---------+---------+----  

 CCAAAAATTTTGGTGCAACTCCAAATAAAAGTAATAACCATGCACACTACTATAACCACCCTAACCCTGACTTCCA 

 ....G......................................................................- 

 

 

Rom120b 
 

 

 

 

NC_012920.1 

PCR325.3(Rom120_XXXVII)12352U 

PCR335.5(Rom120_XXXVII)12352U          

  

 

 -+---------+---------+---------+---------+---------+---------+---------+---- 

12305     12310     16230     16240     16250     16260     16270     16280  

 -+---------+---------+---------+---------+---------+---------+---------+----  

 CCAAAAATTTTGGTGCAACTCCAAATAAAAGTAATAACCATGCACACTACTATAACCACCCTAACCCTGACTTCCA 

 -...G......................................................................- 

 ....G....................................................................... 

 

 

  



HERC2 
 

 

 

MP1a 
 

                             ----+---------+---------+---------+---------+---------+---------+---------+ 

                                 230       240       250       260       270       280       290       300 

                             ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                    GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR288.1(MP1_XVI)HERC2-B.ab1 ----------...............R..........Y......                                          1 

PCR307.1(MP1_XVI)HERC-A.ab1  ----------...............R.................                                         33 

PCR331.1(MP1_XVI)HERC-B.ab1  ----------...............R.................                                          1 

 

 

 

 

MP1b 
 

                                ----+---------+---------+---------+---------+---------+---------+---------+ 

                                    230       240       250       260       270       280       290       300 

                                ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                       GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR290.4(MP1_XXXVIII)HERC-B.ab1 ----------...............A..........Y......                                          1 

 

 

 

MP6 
 

                           ----+---------+---------+---------+---------+---------+---------+---------+ 

                               230       240       250       260       270       280       290       300 

                           ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                  GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR288.3(MP6_XI)HERC-B.ab1 ----------...............G.................                                          1 

PCR307.2(MP6_XI)HERC-A.ab1 ----------...............A.................                                         33 

 

 

 

MP7b 
 

                              ----+---------+---------+---------+---------+---------+---------+---------+ 

                                  230       240       250       260       270       280       290       300 

                              ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                     GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR288.4(MP7_XXXIX)HERC-B.ab1 ----------...............A.................                                          1 

 

 



NogII69 
 

                                ----+---------+---------+---------+---------+---------+---------+---------+ 

                                    230       240       250       260       270       280       290       300 

                                ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                       GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR288.5(Nog69_XVIII)HERC-B.ab1 ----------...............R..................                                         1 

PCR307.3(Nog69_XVIII)HERC-A.ab1 ----------...............A.................                                         33 

PCR331.2(Nog69)HERC-B.ab1       ----------...............R.................                                          1 

 

 

NogIII75 
 

                              ----+---------+---------+---------+---------+---------+---------+---------+ 

                                  230       240       250       260       270       280       290       300 

                              ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                     GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR148.2(Nog75_VII)HERC-B.ab1 -----------..............A.................                                          1 

PCR307.4(Nog75_VII)HERC-A.ab1 ------------.............A.................                                         31 

 

 

 

 

PdVT2 
 

                               ----+---------+---------+---------+---------+---------+---------+---------+ 

                                   230       240       250       260       270       280       290       300 

                               ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                      GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR288.7(PdVT2_XXXV)HERC-B.ab1 ----------...............A........                                                   1 

PCR307.5(PdVT2_XXXV)HERC-A.ab1 ----------...............A.................                                         33 

 

 

 

PdVT3 
                                 ----+---------+---------+---------+---------+---------+---------+---------+ 

                                     230       240       250       260       270       280       290       300 

                                 ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                        GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR148.4(PdVT3_VII)HERC-A.ab1    ----------...............R.................                                         33 

PCR148.4(PdVT3_VII)HERC-B.ab1    ----------...............R.................                                          1 

PCR288.8(PdVT3_XXXVI)HERC2-B.ab1 ----------...............M.................                                          1 

PCR307.6(PdVT3_VII)HERC-A.ab1    ----------...............A.................                                         33 

 

 

 

  



RomIII89 
 

                                   ----+---------+---------+---------+---------+---------+---------+---------+ 

                                       230       240       250       260       270       280       290       300 

                                   ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                          GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR148.1(Rom89_VII)HERC-A.ab1      ----------...............R..................                                        34 

PCR148.1(Rom89_VII)HERC-B.ab1      ----------...............R.................                                          1 

PCR288.11(Rom89_XXXVIII)HERC-B.ab1 ----------...............R.................                                          1 

PCR307.7(Rom89_VII)HERC-A.ab1      ----------...............R.................                                         33 

PCR314.2(Rom89_XXXVIII)HERC-A.ab1  ----------...............R.................                                         33 

 

 

 

RomIII90 
 

                                ----+---------+---------+---------+---------+---------+---------+---------+ 

                                    230       240       250       260       270       280       290       300 

                                ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                       GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR288.12(Rom90_XIII)HERC-B.ab1 ----------................................T                                          1 

PCR290.7(Rom90_XXXIX)HERC-B.ab1 ----------..........................Y......                                          1 

PCR331.3(Rom90_XIII)HERC-B.ab1  ----------.................................                                          1 

 

 

 

RomIII91a 
 

                               ----+---------+---------+---------+---------+---------+---------+---------+ 

                                   230       240       250       260       270       280       290       300 

                               ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                      GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR288.13(Rom91_XIV)HERC-B.ab1 ----------...............G..................                                         1 

 

 

 

RomIII91b 
 

                                ----+---------+---------+---------+---------+---------+---------+---------+ 

                                    230       240       250       260       270       280       290       300 

                                ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                       GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR290.8(Rom91_XXXIV)HERC-B.ab1 ----------...............R.................                                          1 

PCR325.2(Rom91_XXXIV)HERC-A.ab1  ----------..............R..................                                         33 

 

 

 

  



RomIII97 
 

                                ----+---------+---------+---------+---------+---------+---------+---------+ 

                                    230       240       250       260       270       280       290       300 

                                ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                       GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR290.9(Rom97_XXXXI)HERC-B.ab1 ----------...............A.................                                          1 

PCR331.5(Rom97_XIV)HERC-B.ab1   ----------...............A.................                                          1 

 

 

 

RomIII105 
 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

                                      230       240       250       260       270       280       290       300 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                         GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR289.2(Rom105_XV)HERC2-A.ab1    ----------...............A.................                                         33 

PCR289.2(Rom105_XV)HERC2-B.ab1    ----------...............A..........                                                 1 

PCR290.12(Rom105_XXXIX)HERC-B.ab1 ----------...............A................                                           1 

 

 

 

RomIII114 
 

                                 ----+---------+---------+---------+---------+---------+---------+---------+ 

                                     230       240       250       260       270       280       290       300 

                                 ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                        GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR289.3(Rom114_XVII)HERC2-A.ab1 -------------............A.................                                         29 

PCR289.3(Rom114_XVII)HERC2-B.ab1 ----------...............A........                                                   1 

PCR290.13(Rom114_XXIV)HERC-B.ab1 ----------...............A.........                                                  1 

 

 

 

RomIII120 
 

                              ----+---------+---------+---------+---------+---------+---------+---------+ 

                                  230       240       250       260       270       280       290       300 

                              ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                     GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR289.5(Rom120_XV)HERC-B.ab1 ----------...............G.................                                          1 

 

 

 

 

  



RomIIIT11A-b 
 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

                                      230       240       250       260       270       280       290       300 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                         GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR288.16(RomT11A_XXV)HERC2-A.ab1 ----------...............A.................                                         33 

PCR288.16(RomT11A_XXV)HERC2-B.ab1 ----------...............A.................                                          1 

 

 

 

RomIIIT12E-b 
 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

                                      230       240       250       260       270       280       290       300 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                         GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR293.9(RomT12E_XXII)HERC2-A.ab1 ----------...............R.................                                         33 

PCR293.9(RomT12E_XXII)HERC2-B.ab1 ----------...............R.................                                          1 

 

 

 

RomIIIT12E-c 
 

                                   ----+---------+---------+---------+---------+---------+---------+---------+ 

                                       230       240       250       260       270       280       290       300 

                                   ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                          GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR293.2(RomT12E_XXXIV)HERC2-A.ab1 --------------...........G................                                          28 

PCR293.2(RomT12E_XXXIV)HERC2-B.ab1 ----------...............G................                                           1 

 

 

 

RomIVT2A 
 

                                    ----+---------+---------+---------+---------+---------+---------+---------+ 

                                        230       240       250       260       270       280       290       300 

                                    ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                           GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR289.9(RomIV_T2A_XVII)HERC2-A.ab1 ----------...............R.................                                         33 

PCR289.9(RomIV_T2A_XVII)HERC2-B.ab1 ----------...............R..                                                        1 

PCR325.5(RomIVT2A_XVII)HERC-A.ab1   ----------...............R.................                                         33 

 

 

 

  



RomIVT2B 
 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

                                      230       240       250       260       270       280       290       300 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                         GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR289.10(RomIVT2B_XXV)HERC-B.ab1 ----------...............A................                                           1 

PCR331.8(RomIV_T2B)HERC-B.ab1     ----------...............A.................                                          1 

 

 

Solt56 
 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

                                      230       240       250       260       270       280       290       300 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                         GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR289.12(Solt56_XIII)HERC2-A.ab1 ----------...............R.................                                         33 

PCR289.12(Solt56_XIII)HERC2-B.ab1 ----------...............R........GYC......                                          1 

PCR293.5(Solt56_XXXVII)HERC-B.ab1 ----------...............R........C                                                  1 

 

 

 

Solt59 
                                   ----+---------+---------+---------+---------+---------+---------+---------+ 

                                       230       240       250       260       270       280       290       300 

                                   ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                          GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR289.13(Solt59_XIV)HERC2-A.ab1   -------------.........AT...................                                         30 

PCR289.13(Solt59_XIV)HERC2-B.ab1   ----------.................................                                          1 

PCR293.6(Solt59_XXXVIII)HERC-B.ab1 ----------................................                                           1 

 

 

 

 

Solt60 

 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

                                      230       240       250       260       270       280       290       300 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                         GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR289.14(Solt60_XXXX)HERC2-A.ab1 -----------..............R.................                                         33 

PCR289.14(Solt60_XXXX)HERC2-B.ab1 -----------..............R................                                           1 

PCR307.9(Solt60_XXXX)HERC-A.ab1   ----------------.........R.................                                         28 

 

 

 

  



Solt61 
                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

                                      230       240       250       260       270       280       290       300 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                         GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR289.15(Solt61_XXXVI)HERC-B.ab1 ----------...............A..................                                         1 

PCR325.7(Solt61)HERC-A.ab1        ----------...............A.................                                         33 

 

 

 

Solt63 
                                   ----+---------+---------+---------+---------+---------+---------+---------+ 

                                       230       240       250       260       270       280       290       300 

                                   ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                          GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR289.16(Solt63_XXXVII)HERC-B.ab1 ----------...............G..........Y......                                          1 

PCR307.11(Solt63_XXXVII)HERC-A.ab1 ----------...............A.................                                         33 

 

 

 

Solt64b 
 

                               ----+---------+---------+---------+---------+---------+---------+---------+ 

                                   230       240       250       260       270       280       290       300 

                               ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                      GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR290.1(Solt64_XIV)HERC-B.ab1 ----------...............R...                                                        1 

 

 

 

 

Solt67 
                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

                                      230       240       250       260       270       280       290       300 

                                  ----+---------+---------+---------+---------+---------+---------+---------+ 

HERC2.seq                         GAGGCCAGTTTCATTTGAGCATTAARTGTCAAGTTCTGCACGCTATCATCATCAGGGGCCGAGGCTTCTCTTTGT        300 

PCR290.3(Solt67_XV)HERC-B.ab1     ----------...............G.........Y......                                           1 

PCR293.8(Solt67_XXXII)HERC-B.ab1  ----------...............G................                                           1 

PCR331.9(Solt67_XV)HERC-B.ab1     ----------...............G.................                                          1 

PCR331.12(Solt67_XXXII)HERC-B.ab1 ----------...............G................                                           1 

 

 

 

 

 

 

 



Lactase (-13.910*T) 
 

 

MP2a 
                             ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                      90        100       110       120       130       140       150       160 

                             ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                    AGTAGGCCTCTGCGCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTT        160 

PCR_173.3_(MP2_X)_Lac5-B.ab1 ----------------------------------......C............---------------------------          4 

 

                             ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                      170       180       190       200       210       220       230       240 

                             ---------+---------+---------+---------+---------+---------+---------+---------+ 

 

NogIII69 
 

                                      ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                            100       110       120       130       140       150       160       170       180     

                                      ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

Lact5.seq                             GCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTT        186 

PCR173.21(Nog69_XVIII)Lact-A.ab1      ---------------------......C............................................................              67 

PCR332.1(Nog69_XXXIX)Lact-B.ab1       ---------------------......C...........................................................                1 

 

 

 

 

 

 

PdVT2 
                                   ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                         100       110       120       130       140       150       160       170       180     

                                   ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

Lact5.seq                          GCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTT        186 

PCR_236.4_(PdV_T2_XXXV)_Lac5-A.ab1 ---------------------..K...C............................................................              67 

PCR_236.4_(PdV2_XXXV)_Lac5-B.ab1   ---------------------......C............................................................               1 

PCR332.2(PdVT2)Lact-B.ab1          ---------------------......C...................Y........................................               1 

 

 

 

 

  



PdVT3 
 

                                       ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                                90        100       110       120       130       140       150       160 

                                       ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                              AGTAGGCCTCTGCGCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTT        160 

PCR_236.5_(PdV_T3_XXXVI)_Lac5-A.ab1    ------------------------------------....C...............M...............D.......         45 

PCR_236.5_(PdV_T3_XXXVI)_Lac5-B_WH.ab1 ----------------------------------......C...Y...................................         22 

PCR_236.5_(PdV_T3_XXXVI)_Lac5-B.ab1    ----------------------------------.....KC...Y...................................         18 

PCR247.12(PdVT3_VII)Lac5-A.ab1         ----------------------------------..K...T.......................................         46 

PCR247.12(PdVT3_VII)Lac5-B.ab1         ----------------------------------......T.......................................         22 

PCR288.8(PdVT3_XXXVI)Lac5-A.ab1        ------------------------------------------------------..M.......................         26 

PCR288.8(PdVT3_XXXVI)Lac5-B.ab1        --------------------------------------..C.....N.G...............K.......A.....AC         18 

PCR298.2(PdVT3_VII)Lac5-A.ab1          ------------------------------------....C...............M...................R...         44 

PCR298.2(PdVT3_VII)Lac5-B.ab1          ----------------------------------......C..............S........................         16 

PCR298.3(PdVT3_XXXVI)Lac5-A.ab1        -----------------------------------------.......................................         39 

PCR298.3(PdVT3_XXXVI)Lac5-B.ab1        ----------------------------------......C.......................................         16 

 

                                       ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                                170       180       190       200       210       220       230       240 

                                       ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                              GTATAATGTTTGATTTTTAGATTGTTCTTTGAGCCCTGCATTCCACGAGGATAGGTCAGTGGGTATTAACGAGGTAAAAG        240 

PCR_236.5_(PdV_T3_XXXVI)_Lac5-A.ab1    .....................                                                                    66 

PCR_236.5_(PdV_T3_XXXVI)_Lac5-B_WH.ab1 .....................                                                                     1 

PCR_236.5_(PdV_T3_XXXVI)_Lac5-B.ab1    .................                                                                         1 

PCR247.12(PdVT3_VII)Lac5-A.ab1         .....................                                                                    67 

PCR247.12(PdVT3_VII)Lac5-B.ab1         .....................                                                                     1 

PCR288.8(PdVT3_XXXVI)Lac5-A.ab1        ..C.....A............                                                                    47 

PCR288.8(PdVT3_XXXVI)Lac5-B.ab1        ........G....-------....                                                                  1 

PCR298.2(PdVT3_VII)Lac5-A.ab1          .....................                                                                    65 

PCR298.2(PdVT3_VII)Lac5-B.ab1          ..............------------------------------------------------------------------          2 

PCR298.3(PdVT3_XXXVI)Lac5-A.ab1        .....................                                                                    60 

PCR298.3(PdVT3_XXXVI)Lac5-B.ab1        ...............                                                                           1 

 

 

 

  



RomIII89 
                                      ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                            100       110       120       130       140       150       160       170       180     

                                      ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

Lact5.seq                             GCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTT        186 

PCR247.14(RomIII89_XXXVIII)Lac5-B.ab1 ---------------------......C............................................................               1 

PCR247.15(RomIII89_XXXIX)Lac5-B.ab1   ---------------------......C...Y........................................................               1 

PCR332.3(Rom89)Lact-B.ab1             ---------------------......C............................................................               1 

 

 

 

 

 

RomIII90 
                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                              90        100       110       120       130       140       150       160 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                            AGTAGGCCTCTGCGCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTT        160 

PCR_236.1_(Rom90_XIII)_Lac5-A.ab1    -------------------------------------...C.......................................         43 

PCR_236.1_(RomIII90_XIII)_Lac5-B.ab1 ----------------------------------......C.......................................         22 

PCR288.12(Rom90_XIII)Lac5-B.ab1      ----------------------------------......C.                                                1 

 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                              170       180       190       200       210       220       230       240 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                            GTATAATGTTTGATTTTTAGATTGTTCTTTGAGCCCTGCATTCCACGAGGATAGGTCAGTGGGTATTAACGAGGTAAAAG        240 

PCR_236.1_(Rom90_XIII)_Lac5-A.ab1    .....................                                                                    64 

PCR_236.1_(RomIII90_XIII)_Lac5-B.ab1 .....................                                                                     1 

PCR288.12(Rom90_XIII)Lac5-B.ab1                                                                                                1 

 

 

 

 

RomIII91b 
                                ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                      100       110       120       130       140       150       160       170       180     

                                ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

Lact5.seq                       GCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTT        186 

PCR290.8(Rom91_XXXIV)Lac5-B.ab1 ---------------------......C.......................................................R...                1 

 

 

 

 

 

  



RomIII97 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                              90        100       110       120       130       140       150       160 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                            AGTAGGCCTCTGCGCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTT        160 

PCR_173.7_(RomIII_97_XIV)_Lac5-B.ab1 ----------------------------------......C.......................................         21 

PCR_173.7_(RomIII97_XIV)_Lac5-A.ab1  ------------------------------------....C.......................................         45 

 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                              170       180       190       200       210       220       230       240 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                            GTATAATGTTTGATTTTTAGATTGTTCTTTGAGCCCTGCATTCCACGAGGATAGGTCAGTGGGTATTAACGAGGTAAAAG        240 

PCR_173.7_(RomIII_97_XIV)_Lac5-B.ab1 .................-------------------------------------------------------------..          2 

PCR_173.7_(RomIII97_XIV)_Lac5-A.ab1  .....................                                                                    66 

 

 

 

 

RomIII100a 
                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                              90        100       110       120       130       140       150       160 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                            AGTAGGCCTCTGCGCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTT        160 

PCR_173.8_(RomIII100_XIV)_Lac5-A.ab1 -------------------------------------...T.......................................         43 

PCR_173.8_(RomIII100_XIV)_Lac5-B.ab1 -----------------------------------.....T.......................................         18 

 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                              170       180       190       200       210       220       230       240 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                            GTATAATGTTTGATTTTTAGATTGTTCTTTGAGCCCTGCATTCCACGAGGATAGGTCAGTGGGTATTAACGAGGTAAAAG        240 

PCR_173.8_(RomIII100_XIV)_Lac5-A.ab1 .....................                                                                    64 

PCR_173.8_(RomIII100_XIV)_Lac5-B.ab1 .................                                                                         1 

 

 

 

 

RomIII103 
                                  ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                           90        100       110       120       130       140       150       160 

                                  ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                         AGTAGGCCTCTGCGCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTT        160 

PCR290.11(Rom103_XXXXI)Lac5-B.ab1 ----------------------------------......C.............................A......             1 

 

                                  ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                           170       180       190       200       210       220       230       240 

                                  ---------+---------+---------+---------+---------+---------+---------+---------+ 

 

                               

 

 

  



RomIII105 
 

                                  ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        100       110       120       130       140       150       160       170       180     

                                  ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

Lact5.seq                         GCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTT        186 

PCR290.12(Rom105_XXXIX)Lac5-B.ab1 ---------------------......C.                                                                          1 

 

 

 

 

RomIII114 
 

                                        ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                              100       110       120       130       140       150       160       170       180     

                                        ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

Lact5.seq                               GCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTT        186 

PCR_173.17_(RomIII_114_XVII)_Lac5-B.ab1 ---------------------......C............................................................               1 

PCR_173.17_(RomIII114_XVII)_Lac5-A.ab1  -------------------------..C............................................................              65 

PCR289.3(Rom114_XVII)Lac5-A.ab1         -----------------------....C.....R.........................................YW...........              65 

PCR289.3(Rom114_XVII)Lac5-B.ab1         ---------------------......C.Y.....................K...............................                    1 

 

 

 

RomIII120b 
                                   ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                            90        100       110       120       130       140       150       160 

                                   ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                          AGTAGGCCTCTGCGCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTT        160 

PCR290.16(Rom120_XXXVII)Lac5-B.ab1 ---------------------------------.......C.......................................          3 

 

                                   ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                            170       180       190       200       210       220       230       240 

                                   ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                          GTATAATGTTTGATTTTTAGATTGTTCTTTGAGCCCTGCATTCCACGAGGATAGGTCAGTGGGTATTAACGAGGTAAAAG        240 

PCR290.16(Rom120_XXXVII)Lac5-B.ab1 ..                                                                                        1 

 

 

 

 

 

  



RomIVT2A 
                                       ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                             100       110       120       130       140       150       160       170       180     

                                       ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

Lact5.seq                              GCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTT        186 

PCR_173.19_(RomIV_T2A_XVII)_Lac5-B.ab1 ---------------------......C............................................................               1 

PCR_173.19_(RomIV_T2A_XVII)_Lac5-A.ab1 ------------------------...C............................................................              67 

PCR289.9(RomIV_T2A_XVII)Lac5-B.ab1     ---------------------......C.YSY.K.................K......................TG............               1 

PCR332.8(RomIVT2a_XVII)Lact-B.ab1      ---------------------......C.............................................--------------------          9 

 

 

 

 

 

RomIVT2B 
                                         ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                                  90        100       110       120       130       140       150       160 

                                         ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                                AGTAGGCCTCTGCGCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTT        160 

PCR_236.2_(RomIV_T2B_XXXIII)_Lac5-B_NIX. ----------------------------------.WRW.WCMMMYRW.M.........M...MMY.MK...RK.......         11 

PCR_236.2_(RomIV_T2B_XXXIII)_Lac5-A.ab1  ---------------------------------------.C.....K.........M.....M..S......AK......         46 

 

                                         ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                                  170       180       190       200       210       220       230       240 

                                         ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                                GTATAATGTTTGATTTTTAGATTGTTCTTTGAGCCCTGCATTCCACGAGGATAGGTCAGTGGGTATTAACGAGGTAAAAG        240 

PCR_236.2_(RomIV_T2B_XXXIII)_Lac5-B_NIX. .K........                                                                                1 

PCR_236.2_(RomIV_T2B_XXXIII)_Lac5-A.ab1  .....................                                                                    67 

 

                                         - 

                                           

                                         - 

 

 

 

  



RomIIIT11A-b 
                                  ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        100       110       120       130       140       150       160       170       180     

                                  ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

Lact5.seq                         GCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTT        186 

PCR293.1(RomT11A_XXXXI)Lac5-A.ab1 ----------------------.....C.........T..GST.........TT..................................              66 

PCR293.1(RomT11A_XXXXI)Lac5-B.ab1 ---------------------......C.........Y...                                                              1 

 

 

RomIIIT12E-b 
 

                                 ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                       100       110       120       130       140       150       160       170       180     

                                 ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

Lact5.seq                        GCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTT        186 

PCR293.9(RomT12E_XXII)Lac5-B.ab1 ----------------------.....C.YS.........................................................               1 

 

 

Schlanders 
                                ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                         90        100       110       120       130       140       150       160 

                                ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                       AGTAGGCCTCTGCGCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTT        160 

PCR247.5(Schla203a_V)Lac5-A.ab1 ----------------------------------......C.....D.........M...............W.......         46 

 

                                ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                         170       180       190       200       210       220       230       240 

                                ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                       GTATAATGTTTGATTTTTAGATTGTTCTTTGAGCCCTGCATTCCACGAGGATAGGTCAGTGGGTATTAACGAGGTAAAAG        240 

PCR247.5(Schla203a_V)Lac5-A.ab1 .....................                                                                    67 

 

Solt56 
                                      +---------+---------+---------+---------+---------+---------+---------+--------- 

                                      110       120       130       140       150       160       170       180        

                                      +---------+---------+---------+---------+---------+---------+---------+--------- 

Lact5.seq                             AGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTTCTT        189 

PCR_173.25_(Solt56_ExXIII)_Lac5-A.ab1 -------....C............................................................                 65 

PCR_173.25_(Solt56_ExXIII)_Lac5-B.ab1 -----......C........................................................                      1 

PCR_173.25_(Solt56_XIII)_Lac5_(2).ab1 -----......C............................................................                 67 

PCR_173.25_(Solt56_XIII)_Lac5.ab1     -----......C............................................................                 67 

PCR289.12(Solt56_XIII)Lac5-A.ab1      -------..WTC.....R.................K.......................N............                 65 

 

                                      +---------+---------+---------+---------+---------+- 

                                      190       200       210       220       230       240 

                                      +---------+---------+---------+---------+---------+- 

 

  



Solt59 
                                    ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                             90        100       110       120       130       140       150       160 

                                    ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                           AGTAGGCCTCTGCGCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTT        160 

PCR_173.9_(Solt59_XIV)_Lac5_(2).ab1 ----------------------------------......C..............                                   1 

PCR_173.9_(Solt59_XIV)_Lac5.ab1     ----------------------------------......C..............                                   1 

PCR289.13(Solt59_XIV)Lac5-B.ab1     ----------------------------------......C.YSYSK......                                     1 

 

 

Solt61 
                                    ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                          100       110       120       130       140       150       160       170       180     

                                    ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

Lact5.seq                           GCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTT        186 

PCR_236.6_(Solt61_XXXVI)_Lac5-A.ab1 ---------------------......C............................................................              67 

PCR_236.6_(Solt61_XXXVI)_Lac5-B.ab1 ---------------------......C...Y....................................................                   1 

 

 

 

Solt63 
                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                              90        100       110       120       130       140       150       160 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                            AGTAGGCCTCTGCGCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTT        160 

PCR_236.7_(Solt63_XXXVII)_Lac5-A.ab1 -------------------------------------...C.......................................         46 

PCR_236.7_(Solt63_XXXVII)_Lac5-B.ab1 ----------------------------------......C.......................................         18 

PCR308.10(Solt63_XXXVII)Lact-B.ab1   ----------------------------------......C.......................................         22 

 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                              170       180       190       200       210       220       230       240 

                                     ---------+---------+---------+---------+---------+---------+---------+---------+ 

Lact5.seq                            GTATAATGTTTGATTTTTAGATTGTTCTTTGAGCCCTGCATTCCACGAGGATAGGTCAGTGGGTATTAACGAGGTAAAAG        240 

PCR_236.7_(Solt63_XXXVII)_Lac5-A.ab1 ...................A.                                                                    67 

PCR_236.7_(Solt63_XXXVII)_Lac5-B.ab1 .................                                                                         1 

PCR308.10(Solt63_XXXVII)Lact-B.ab1   R....................                                                                     1 

 

  



Solt67 
                                  ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

                                        100       110       120       130       140       150       160       170       180     

                                  ------+---------+---------+---------+---------+---------+---------+---------+---------+------ 

Lact5.seq                         GCTGGCAATACAGATAAGATAATGTAGYCCCTGGCCTCAAAGGAACTCTCCTCCTTAGGTTGCATTTGTATAATGTTTGATTTTTAGATTGTT        186 

PCR247.6(Solt67_XXXIII)Lac5-A.ab1 ------------------------...C.............K....Y..M..SM................                                49 

PCR247.6(Solt67_XXXIII)Lac5-B.ab1 ---------------------......C...Y.K.........M.........M.....K............M......                        1 

PCR290.3(Solt67_XV)Lac5-B.ab1     ---------------------..RWW.C.Y...K.........                                                            1 

PCR332.11(Solt67_XV)Lact-B.ab1    ---------------------......C............................................................               1 

 

 

 

 

 

              

 

 

 

  



 

 

  



M201 
 

MP6 
 

                           ---------+---------+---------+---------+---------+---------+---------+----- 

                                    10        20        30        40        50        60        70     

                           ---------+---------+---------+---------+---------+---------+---------+----- 

M201.seq                   TTAGTTTCTCAGATCTAATAATCCAGTATCAACTGAGGKTTTTCGTAATAGGTACTTAGTGTTGGATGAAGCTGA         75 

PCR295.2(MP6_XI)M201-A.ab1 -------------------------------------.T.W..M..M.........                            19 

 

NogII69 
 

                                 +---------+---------+---------+---------+---------+---------+---------+--------- 

                                 20        30        40        50        60        70        80        90         

                                 +---------+---------+---------+---------+---------+---------+---------+--------- 

M201.seq                         AATCCAGTATCAACTGAGGKTTTTCGTAATAGGTACTTAGTGTTGGATGAAGCTGATAGGATGCTGGATATGGGATTTGA         99 

PCR175.10(Nog69_XVIII)M201-A.ab1 -----------------..T................                                                     19 

PCR201.1(Nog69_XVIII)M201-B.ab1  -----------------..T................                                                      1 

PCR201.2(Nog69_XXIII)M201-A.ab1  -----------------..T................                                                     19 

PCR201.2(Nog69_XXIII)M201-B.ab1  -----------------..T................                                                      1 

PCR321.1(Nog69_XVIII)M201-A.ab1  -----------------..T................                                                     19 

PCR321.1(Nog69_XVIII)M201-B.ab1  -----------------..T................                                                      1 

PCR321.2(Nog69_XXXIX)M201-A.ab1  -----------------.-T................                                                     18 

PCR321.2(Nog69_XXXIX)M201-B.ab1  -----------------..T...............                                                       1 

PCR333.1(Nog69_XVIII)M201-B.ab1  -----------------..T................                                                      1 

PCR333.3(Nog69_XXXIX)M201-B.ab1  -----------------.-T...............                                                       1 

 

 

PdVT3 
 

                                ---------+---------+---------+---------+---------+---------+---------+----- 

                                         10        20        30        40        50        60        70     

                                ---------+---------+---------+---------+---------+---------+---------+----- 

M201.seq                        TTAGTTTCTCAGATCTAATAATCCAGTATCAACTGAGGKTTTTCGTAATAGGTACTTAGTGTTGGATGAAGCTGA         75 

PCR295.4(PdVT3_VII)M201-A.ab1   -------------------------------------.T................                             18 

PCR296.1(PdVT3_XXXVI)M201-A.ab1 -------------------------------------.T................                             18 

PCR321.3(PdVT3_VII)M201-B.ab1   ------------------------------------..T...............                               1 

PCR321.4(PdVT3_XXXVI)M201-B.ab1 ------------------------------------..T................                              1 

PCR333.2(PdVT3_VII)M201-B.ab1   ------------------------------------..T................                              1 

PCR333.4(PdVT3_XXXVI)M201-B.ab1 ------------------------------------..T...............                               1 

 

 

 

 

RomIV58 
 

                        ---------+---------+---------+---------+---------+---------+---------+----- 

                                 10        20        30        40        50        60        70     



                        ---------+---------+---------+---------+---------+---------+---------+----- 

M201.seq                TTAGTTTCTCAGATCTAATAATCCAGTATCAACTGAGGKTTTTCGTAATAGGTACTTAGTGTTGGATGAAGCTGA         75 

201.9_M201A_RomIV53.ab1 ------------------------------------..T................                             19 

201.9_M201B_RomIV53.ab1 ------------------------------------..T........R......                               1 

 

 

 

RomIIIT12E-b 
 

                                    ---------+---------+---------+---------+---------+---------+---------+----- 

                                             10        20        30        40        50        60        70     

                                    ---------+---------+---------+---------+---------+---------+---------+----- 

M201.seq                            TTAGTTTCTCAGATCTAATAATCCAGTATCAACTGAGGKTTTTCGTAATAGGTACTTAGTGTTGGATGAAGCTGA         75 

PCR295.5(RomT12E_XXII)M201-A.ab1    --------------------------------------T................                             17 

PCR321.5(RomT12E_XXII)M201-B.ab1    ------------------------------------..T................                              1 

PCR321.5(RomT12E_XXII_WH)M201-B.ab1 ------------------------------------..T................                              1 

 

 

Solt63 
 

                                  ---------+---------+---------+---------+---------+---------+---------+----- 

                                           10        20        30        40        50        60        70     

                                  ---------+---------+---------+---------+---------+---------+---------+----- 

M201.seq                          TTAGTTTCTCAGATCTAATAATCCAGTATCAACTGAGGKTTTTCGTAATAGGTACTTAGTGTTGGATGAAGCTGA         75 

PCR296.9(Solt63_XXXVII)M201-A.ab1 -------------------------------------.T................                             18 

 

 

 

  



 

 

 

Solt65 
 

                                 ---------+---------+---------+---------+---------+---------+---------+----- 

                                          10        20        30        40        50        60        70     

                                 ---------+---------+---------+---------+---------+---------+---------+----- 

M201.seq                         TTAGTTTCTCAGATCTAATAATCCAGTATCAACTGAGGKTTTTCGTAATAGGTACTTAGTGTTGGATGAAGCTGA         75 

PCR296.11(Solt65_XXXX)M201-A.ab1 -------------------------------------.T................                             18 

  



L91 
 

 

 

NogII69 
 

                               ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                        10        20        30        40        50        60        70        80 

                               ---------+---------+---------+---------+---------+---------+---------+---------+ 

Y-21645555.seq                 TCTCTTTCAGAATCTCACTTCTGGAGAGCACTAAGCCACTTCCAGCCATGCTGTGAACCASGCCCATGGAAGCCATCTTT         80 

PCR323.1(Nog69_XVIII)L91-B.ab1 --------------------------------------------...M............G.M..R...R...                 1 

PCR323.2(Nog69_XXXIX)L91-B.ab1 --------------------------------------------................G............                 1 

PCR334.1(Nog69_XVIII)L91-A.ab1 ---------------------------.------------------..............G...............             31 

PCR334.3(Nog69_XXXIX)L91-A.ab1 --------------------------------------------................G.M..R...R......             32 

 

 

PdVT3 
 

                               ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                        10        20        30        40        50        60        70        80 

                               ---------+---------+---------+---------+---------+---------+---------+---------+ 

Y-21645555.seq                 TCTCTTTCAGAATCTCACTTCTGGAGAGCACTAAGCCACTTCCAGCCATGCTGTGAACCASGCCCATGGAAGCCATCTTT         80 

PCR323.3(PdVT3_VII)L91-B.ab1   --------------------------------------------................G....R...R..                  1 

PCR323.4(PdVT3_XXXVI)L91-B.ab1 --------------------------------------------...M............G.M..R...R..                  1 

PCR334.2(PdVT3_VII)L91-A.ab1   --------------------------------------------...C............G.A..G...G......             32 

 

 

 

 

RomIIIT12E-b 
 

                                ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                         10        20        30        40        50        60        70        80 

                                ---------+---------+---------+---------+---------+---------+---------+---------+ 

Y-21645555.seq                  TCTCTTTCAGAATCTCACTTCTGGAGAGCACTAAGCCACTTCCAGCCATGCTGTGAACCASGCCCATGGAAGCCATCTTT         80 

PCR323.5(RomT12E_XXII)L91-B.ab1 --------------------------------------------...M............G.M..R...R...                 1 

 

Solt63 
 

                                 ---------+---------+---------+---------+---------+---------+---------+---------+ 

                                          10        20        30        40        50        60        70        80 

                                 ---------+---------+---------+---------+---------+---------+---------+---------+ 

Y-21645555.seq                   TCTCTTTCAGAATCTCACTTCTGGAGAGCACTAAGCCACTTCCAGCCATGCTGTGAACCASGCCCATGGAAGCCATCTTT         80 

PCR323.6(Solt63_XXXVII)L91-B.ab1 -------------------------------------------.....Y........Y..S........R...                 1 


